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EXECUTIVE SUMMARY 

Past and continuing discharges of polychlorinated biphenyls (PCBs) have contaminated the natural resources 

of the Hudson River. The Hudson River Natural Resource Trustees – New York State, the U.S. Department 

of Commerce, and the U.S. Department of the Interior – are conducting a natural resource damage 

assessment (NRDA) to assess and restore those natural resources injured by PCBs. 

The Hudson River supports a rich array of ecological resources that interact in complex ways, and provides 

habitat for a wide range of plants and animals. As part of the NRDA, the Trustees are documenting exposure 

of the natural resources of the Hudson River to PCBs. 

One of the species for which the Hudson River provides habitat, and which has been exposed to PCBs, is the 

bald eagle (Haliaeetus leucocephalus). Bald eagles are at risk of accumulating PCBs because they are at the top of 

the food web. Eagles prey on fish and scavenge carcasses of birds, mink, otter, and other organisms that 

may contain PCBs. Because much of the eagles’ diet may contain PCBs, they are at risk of accumulating 

concentrations that are associated with adverse health impacts. 

In the 1990s, the Trustees began monitoring Hudson River bald eagle nests for reproductive success. As part 

of those studies the Trustees collected samples from bald eagles for contaminants analysis. 

This report addresses bald eagle egg and blood samples collected from New York in 2003 -2004 and analyzed 

by the U.S. Geological Survey, Biological Resources Division, Columbia Environmental Research Center in 

Columbia, Missouri. 

Specifically this report provides the analytical results for seven bald eagle blood samples (including two from 

the Hudson River1) and eighteen bald eagle egg samples (including six from the Hudson River 2) which were 

analyzed for total PCBs and selected congeners, organochlorine pesticides, non -ortho substituted PCB 

congeners, and dibenzo-p-dioxins and dibenzofurans. 

Within this complete set of samples, total PCB concentration in the bald eagle blood samples ranged from 42 

ppb to 520 ppb, and total PCB concentration in the bald eagle egg samples ranged from 3,300 ppb to 120,000 

ppb ww. Note that these units are not fresh wet weight. 

1. Blood samples with Field IDs 1264 and 1321 from Astor Cove and Waterford, respectively. 

2. Egg samples from Cruger’s Island, Gay’s Point, Castleton Island, Rogers Island (Columbia County), Inbocht 

Bay, and Bronx Island. 
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I. Project Background and Summary 

The Hudson River is highly contaminated with polychlorinated biphenyls (PCBs) from 
industrial sources, primarily, two capacitor manufacturing facilities operated by General 
Electric. The 200 river miles from the New York Harbor upstream to Hudson Falls, New 
York, are designated a Superfund Site. From 1946 until 1977, an estimated 209,000 to 
1.3 million pounds of PCBs were discharged into the waters of the Hudson River by 
these two plants (1). The Ft. Edward Dam retarded downstream movement of the 
PCBs until its removal in 1973, at which time the heavily contaminated sediments and 
detritus began to migrate downstream. In addition to contamination of the river itself, 
dredging operations have deposited contaminated material at nine known upland sites 
adjacent to the river. 

Contamination of water, sediments, and fish along the Hudson River by PCBs has been 
examined, but less is known about the concentration and movement of the 
contaminants among other trophic levels. Many resident and migrating avian species 
may be affected, including a fairly substantial population of wintering bald eagles 
(Haliaeetus /eucacepha/us). 

The contaminant residue information provided in this report is part of a larger study 
concerned with assessing eagle reproductive health in PCB contaminated regions of the 
Hudson River valley. While PCBs are the predominate contaminates of concern, this 
report also addresses other persistent organic pollutants (organochlorine pesticides, 
dibenzo-p-dioxins and dibenzofurans) that may contribute to reproductive health issues 
of bald eagles. Reported are the results of the analyses of the following contaminants 
in the eagle egg and blood samples: 

Congener specific polychlorinated biphenyls (c-PCBs), 

Non-al1ha PCBs (n-PCBs), 

Persistent organochlorine pesticides (OCPs), and 

Dibenzo-p-dioxins and dibenzofurans (PCDDs/PCDFs). 


II. Sample Collection 

Samples were collected by the NY State Department of Environmental Conservation 
and shipped under chain of custody from Peter Nye to the Columbia Environmental 
Research Center (CERC). Samples were verified against the chain of custody 
documentation, entered into the CERC database, given unique database numbers, and 
kept frozen (-18 to -20°C) prior to analysis. 

II. Summary of Analytical Methods 

1. Sample Preparation 

Eagle egg and blood samples were analyzed for residues of selected congeners of 
PCBs (c-PCBs), non-ol1ha-chlorinated PCBs (n-PCBs), organochlorine pesticides 
(OCPs), and polychlorinated dibenzo-p-dioxins and dibenzofurans (PCDDs/PCDFs) 
according to the procedures outlined in Figure 1. Triplicate egg samples were analyzed 
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with each set to determine method reproducibility. The following quality control (QC) 
samples were incorporated into the various analyses: 

Procedural blanks 

Chicken egg matrix blanks (for the egg analyses) 

Chicken egg matrix spikes (PCBs, OCPs, and PCDDs/PCDFs spiked for egg 

analyses) 

Bovine serum matrix blanks (for blood analyses) 

Bovine serum matrix spikes (PCBs, OCPs, and PCDDs/PCDFs spiked for blood 

analyses) 


The matrix QC samples (blanks and spikes), prepared from clean chicken egg or bovine 
serum, were analyzed with each set of samples. At least one of each category listed 
above was analyzed with each set of samples. 

All samples, including QC samples, had method recovery compounds added to them 
before extraction to monitor recoveries throughout the cleanup procedures. The 
following compounds were added to all samples: 

PCB-29 (2,4,5-trichlorobiphenyl) 
PCB-155 (2,2',4,4',6,6'-hexachlorobiphenyl) 
PCB-204 (2,2' ,3,4,4' ,5,6,6'-octachlorobiphenyl) 
ds-Iabeled p,p'-DDD 
Four 13C-labeled non-ortho-PCB congeners (PCB-77, PCB-81, PCB-126 and 
PCB-169) 
14 13C-labeled 2,3,7,8-substituted PCDDs/PCDFs. 

To evaluate the c-PCB and n-PCB method recoveries, blank matrix was spiked at 
2/1g/g with a mixed Aroclor standard prepared from commercial Aroclor mixtures of 
1242, 1248, 1254, and 1260. This mixture contained native C2C) n-PCBs at levels in 
the Aroclors ranging from 1,300 ppm for PCB-77 to <7 ppm for PCB-169. Final 
concentrations in the matrix spike ranged from 2,600 pg/g PCB-77 to <14 pg/g 
PCB-169. To evaluate PCDD/PCDF method recoveries, blank matrix was spiked with 
native C2C) PCDDs and PCDFs at levels from 400 pg/g to 40 pg/g of each 
2,3,7,8-substituted congener (refer to Tables 9 and 11). 

To evaluate the OCP method recoveries, separate blank matrices were spiked at 
40 ng/g with an OCP standard mixture, obtained commercially (AccuStandard, New 
Haven, CT), containing 29 individual OCPs. 

For the analytical procedures, egg and blood samples were dehydrated by addition of 
anhydrous sodium sulfate, and method recovery compounds were added. The exact 
mass of sample analyzed is reported in the attached data tables. Samples were 
column-extracted with dichloromethane, and a small portion of the extract (2%) was 
used to determine percent lipid (2, 3). Lipids and co-extracted biogenic materials were 
removed using low pressure size exclusion chromatography (LP-SEC) (4) followed by 
high performance size exclusion chromatography (HP-SEC) (5). The extracts were then 
fractionated on two-layered octadecylsilica (ODS)/activated silica gel 60 columns into 
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two fractions (6): SOOS-1 containing PCBs, five targeted OCPs, PCOOs and PCOFs, 
and SOOS-2 containing some of the less-chlorinated PCBs and the remaining OCPs 
which were analyzed by dual column gas chromatography/electron capture detection 
(GC/ECO). The SOOS-1 fraction was further fractionated on high pressure porous 
graphitic carbon (HP-PGC) (7) into the following PGC fractions: 

PGC-1: ortha-chlorinated PCB congeners and five OCPs; analyzed by dual 
column GC/ECO. 

PGC-2: non-ortho-chlorinated PCBs; analyzed by gas chromatography/high­
resolution mass spectrometry (GC/HRMS). 

PGC-3: PCOOs/PCOFs; analyzed by GC/HRMS following alumina enrichment. 

The PGC-3 fractions were further enriched using low pressure basic alumina column 
chromatography (8) to remove non-polar biogenic materials, polychlorinated 
naphthalenes, polychlorinated diphenyl ethers, and residual PCB congeners. 

2. Summary of gas chromatographic method for PCB congeners 

The final volumes of the sample extracts were adjusted to provide approximate 
1 geq/mL solutions. Two instrumental internal standards (PCB-30 (2,4,6­
trichlorobiphenyl) and PCB-207 (2,2',3,3',4,4',5,6,6'-nonachlorobiphenyl)) were added to 
each extract at 40 ng/mL. Individual PCB congeners were measured in the PGC-1 and 
SOOS-2 fractions by GC/ECO. Analyses were performed using Hewlett-Packard 5890 
Series II GCs with coolon-column capillary injection systems and Hewlett-Packard 
model 7673 autosamplers (9). For all analyses, 3 m sections of 0.53 mm i.d. uncoated 
and deactivated capillary retention gap (Agilent, Palo Alto, CA) were attached to each 
analytical column by Press-Tight® (Restek Corp., Bellefonte, PA) unions. The 
analytical columns were 60 m x 0.25 mm x 0.25 IJm OB-5 (5% phenyl-, 95% 
methylsilicone, Agilent, Palo Alto, CA) and OB-17 (50% phenyl-, 50% methylsilicone, 
Agilent, Palo Alto, CA). The H2-carrier gas was pressure regulated at 25 psi. The 
temperature program for the PCB analysis was: initial temperature 60°C, immediately 
ramped to 150°C at 15°C/min, then ramped to 260°C at 1°C/min, and finally ramped to 
300°C at 10°C/min, and held for 15 min. The electron capture detector temperature 
was 330°C with nitrogen as the makeup gas at a flow rate of 25 mUmin. 

PCB congeners were matched and identified on one or both GC capillary columns with 
known PCB peaks from the mixed Arocior standards. Capillary GC/ECO data were 
collected, archived in digital form, and processed using a Perkin Elmer chromatography 
data system, which included the model 970 interface and version 6.2 of TotalChrom 
Workstation chromatography software, on a Pentium III microcomputer (9, 10). A 
1:1:1:1 mixture of Aroclors 1242,1248,1254 and 1260 was used to produce the PCB 
congener calibration standards. These standards have been quantified based on pure 
primary PCB standards (Accustandard, New Haven, CT) and were used as secondary 
calibration standards (11). Up to five levels of calibration for each individual congener 
were used to quantify approximately 140 congeners in the samples. In terms of total 
PCB concentrations, the calibration curve covered a range of 50 to 8,000 ng/mL. 
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------ ------ -----

The method detection limits (MOls) for individual PCB congeners and for total PCBs 
were based on procedural blank (PB) results following the method outlined by Keith et 
al. (12, 13). Briefly, a mean (Xps) and standard deviation (SO) were determined using 
PB results from the past several years for a better statistical sample (n>10) (14). This 
produced a long-term MOL (ng) calculated using the following formula: 

MOL = Xps + 3(SOps) 

The MOL was then expressed in units of concentration, e.g. mass of analyte per mass 
of sample. The long term MOL was divided by the average mass of the samples 
analyzed in the same period of time used to calculate the Xps . 

The method quantitation limits (MOls) for congeners was calculated in the same 
manner as above using the following formula: 

MOL =Xps + 10(SOps) 

Recoveries of analytes were monitored by measuring the procedural internal standards 
spiked into each sample, and the 1:1:1:1 Aroclor mixture spiked into chicken egg or 
bovine serum analyzed with each set. 

Three procedural standards were used to correct for analytical recoveries of the PCBs: 
PCB-29, a trichlorobiphenyl, is representative of more volatile early eluting PCBs (Ch -
Cb); PCB-155, a hexachlorobiphenyl, is representative of mid-range eluting congeners 
(C14 - C16); and PCB-204, an octachlorobiphenyl, is less volatile and representative of 
later eluting PCBs (C17 - C11O). 

3. Summary of gas chromatographic method for OC pesticides 

The final volumes of the sample extracts were adjusted to provide approximate 
1 geq/ml solutions. Two instrumental internal standards (PCB-30 and PCB-207) were 
added to each extract at 40 ng/mL. Individual organochlorine pesticides were 
measured in both the PGC-1 and SOOS-2 fractions by GC/ECO. Analyses were 
performed using Hewlett-Packard 5890 Series" GCs with coolon-column capillary 
injection systems and Hewlett-Packard model 7673 autosamplers (15). For all 
analyses, 3 m sections of 0.53 mm i.d. uncoated and deactivated capillary retention gap 
(Agilent, Palo Alto, CA) were attached to each analytical column by Press-Tight® 
(Restek Corp., Bellefonte, PA) unions. The analytical columns were 60 m x 0.25 mm x 
0.25 ~m OB-5 and OB-17 columns (Agilent, Palo Alto, CA). The H2-carrier gas was 
pressure regulated at 25 psi. The temperature program for the OCP analysis was: initial 
temperature 60°C, immediately ramped to 150°C at 15°C/min, then ramped to 260°C at 
1°C/min, and finally ramped to 30QoC at 1 DOC/min, and held for 15 min. The electron 
capture detector temperature was 330°C with nitrogen as the makeup gas at a flow rate 
of 25 mUmin. 

The dual column method accurately identifies and quantifies OCP peaks from both 
columns, as a peak identification confirmatory method, based upon known standards. 
The GC/ECO data were collected, archived in digital form, and processed using a 
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PerkinElmer chromatography data system, which included the model 970 interface and 
version 6.2 of TotalChrom Workstation chromatography software, on a Pentium III 
microcomputer (10, 15). 8ix levels of OC pesticide standards (29 components) were 
used for calibration, with each pesticide at concentrations ranging from 0.1 to 80 ng/mL. 

Recoveries of analytes were monitored by measuring procedural internal standards 
spiked into each sample, and OCPs spiked into chicken egg or bovine serum analyzed 
with each set. 

Three method recovery compounds were used to account for analytical recoveries of 
the OCPs: PCB-29, a trichlorobiphenyl, is split between the 8008-1 and 8008-2 
fractions and is representative OCPs which are also split between the two fractions; 
PCB-155, a hexachlorobiphenyl, is contained in the 8008-1 fraction and is 
representative of the OCPs that elute in this fraction; and da-Iabeled p,p'-OOO which 
elutes in the 8008-2 fraction and is representative of the OCPs in this fraction. The 
matrix samples spiked with OCPs were also used to evaluate recoveries. 

4. Summary of GC/HRMS method for non-artho-PCBs 

A total of 5 ng of instrumental internal standard e3C-labeled 2,2',4,5,5'-PeCB, PCB 101) 
was added to each non-ot1ho-PCB fraction (PGC-2) previously adjusted to a final 
volume of 100-150 pL. The non-ot1ho-PCBs were determined by GC/HRM8, monitoring 
two sequential mass windows during the chromatographic separation (16, 17). 
GC/HRM8 analysis was performed with a HP 5890A capillary gas chromatograph 
interfaced to a VG 708 high-resolution mass spectrometer and OPU8 Alpha data 
system. An HP 7673 autosampler was used to inject 5 IJL of the final extract into a 
1.7 m x 250 IJm 8iltek-deactivated fused silica retention gap via heated (275°C) direct 
on-column injection with a Restek 8iltek-deactivated spiral Uniliner. The analytical 
column was a narrow bore, thin film 801gel-1 M8 capillary column (40 m x 180 IJm x 
0.1 IJm, 8GE, Austin, TX). The GC oven was held at 150°C for 1 min, programmed to 
210°C at 2°C/min, then ramped to 310°C at 4°C/min with no final hold. Helium carrier 
gas was maintained at 60 psig with an initial linear velocity of 30 cm/s. 

The GC/HRM8 system was tuned to a resolution of 10,000 and calibrated using 
perfluoro-tetradecahydro-phenanthrene. Non-ot1ho-PCBs were analyzed by selected 
ion monitoring of two sequential groups. Group 1, from 11-35 min, included ions for 
tetrachlorobiphenyls 77 and 81, pentachlorobiphenyl126, and corresponding 
13C-surrogates; Group 2, from 35-56 min, included ions for hexachlorobiphenyl 169 and 
its 13C-surrogate. Within each mass window, the two most abundant ions were 
measured for positive identification and quantitation of each analyte. The ion responses 
were quantified and averaged. Within each mass window, additional ions were 
monitored to verify successful PGC fractionation. The additional compounds monitored 
included: potential-interfering PCB congeners, tetra- and pentachloro-terphenyls 
(PCTs), hexabromobiphenyls, tetra-, pentabromo- and hexachloro-diphenyl ethers, 
tetra-through octachloro-naphthalenes (PCNs), TCOF, and hexachloro­
dibenzothiophenes (Hx-PCOTs). 
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A calibration curve describing the response of each native congener (0.05 to 
2,500 pg/~L) to that of its 13C-labeled surrogate (50 pg/~L) was used. Quantification is 
inherently corrected for analytical losses during isolation procedures and variations in 
the instrumental analysis by the 13C-isotopically labeled surrogates. 

Molecular ion responses of residual PCB congeners were measured to ensure that any 
fragment ion response does not contribute an interference> 10% to any response of the 
respective non-ortho-PCB. Column performance was verified by analyzing standards of 
individual congeners, labeled congeners, and congeners from Aroclor spiked mixtures. 
Because non-ortho-pentachloro-PCB 126 was only slightly resolved from the di-ortho­
hexachloro-PCB 129, PCB-129's molecular ion response were monitored to assure that 
its fragment ion response (3.5% abundance) did not contribute an interference of >10% 
to the response of PC8-126. Thus, the molecular ion response of the residual PCB-129 
must not exceed three times that of PCB-126. Adequate mass resolution (> 4000) was 
verified by monitoring ions of tetrachloro- through octachloro-PCNs to ensure no 
interference occurred with ions of the 13C-labeled PCBs. 

Criteria for Confirmation: For the positive identification and quantitation of each 
congener, the following criteria were established and met in this study: 

1. 	 Peak areas for the selected ion responses must be greater than three 
times background noise. If not, an "ND" (not detected) flag with a 
detection limit is entered into the concentration results table. 

2. 	 Native ion peaks must occur at retention times from -1 to +3 sec that for 
the corresponding 13C-labeled ion peaks, that elute about 1 sec earlier. 

3. 	 The ion ratio for the two principal ion responses must be within the 
acceptable range (±15%). If not, a "LQ" (less than quantitation limit) flag is 
entered into the concentration results table to qualify the result. 

A known amount of the internal standard mixture was spiked into the final extract and 
used to calculate the amounts of the surrogate recovered in the final extract. The 
efficiency of the extraction and cleanup was measured by comparing the quantity of the 
surrogates detected in the final isolated extract (at GC/HRMS analysis) with the quantity 
spiked into the sample at the beginning of the extraction step. 

5. Summary of GC/HRMS method for dioxins and furans 

A total of 1 ng each of the internal standards, 13C-labeled 1 ,2,3,4-TCDD and 
1 ,2,3,7,8,9-HxCDD, was added to each PCDD/PCDF fraction (PGC-3) previously 
concentrated to a volume of about 35 ~L. PCDFs and PCDDs were determined by 
GC/HRMS by monitoring five sequential mass windows of selected ions during the 
chromatographic separation (18). GC/HRMS analysis was performed using an Agilent 
6890N capillary gas chromatograph interfaced to a Waters Autospec high-resolution 
mass spectrometer. An HP 7683 autosampler was used to inject 1 ~L of the extract from 
a conical vial directly into the 1.7 m x 530 ~m deactivated fused silica retention gap via a 
coolon column injector. The analytes of interest were separated on a BPX5 capillary 
column (40 m x 180 ~m x 0.1 ~m, SGE, Austin, TX). The GC oven was held for 1 min at 
155°C followed by a ramp to 190°C at 10°C/min, then to 265°C at 1.8°C/min, and a final 
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ramp to 300°C at 3°C/min. The helium carrier gas was maintained at a constant flow of 
1 mUmin with an initial linear velocity of 30 cm/s. 

The GC/HRMS system was tuned to 10,000 R.P. and calibrated using perfluoro­
tetradecahydro-phenanthrene. Tetra- through octa-PCDFs and PCDDs were analyzed 
by selected ion monitoring of five sequential ion groups. Retention times for switching 
ion groups were established using a window-defining PCDF/PCDD standard mixture 
and a mixture of PCDTs. Within each mass window, the two most abundant ions were 
measured for positive identification and quantitation of each analyte. The ion responses 
were quantified and averaged. Within each mass window, additional ions monitored any 
responses from potentially interfering penta- through nona-PCDEs, hexa-PCNs, and tri­
through octa-dibenzothiophenes (PCDTs). 

A calibration curve describing the response of each native congener (0.05 to 
2,500 pg/IJL) to that of its 13C-labeled surrogate (50 pg/IJL) was used. Quantification is 
inherently corrected for analytical losses during isolation procedures and variations in 
the instrumental analysis by the 13C-isotopically labeled surrogates. The calibration 
curve describing the response of each native congener to that of its labeled surrogate 
congener was used directly in the calculations. For more accurate low values, each 
native analyte calibration curve had a quadratic fit with 1/X weighting and excluding the 
origin. Calibration curves of the 13C-surrogates to that of a 13C-internal standard were 
determined using an average response factor. 

The thin film, narrow bore column was selected and chromatographic conditions were 
optimized to resolve 2,3,7,8-TCDD from 1,2,3,7- and 1 ,2,3,8-TCDD (and from 
1,2,3,4-TCDD) by a resolution factor of at least 0.5, which corresponds to a peak 
overlap of <25%. Column performance was verified by analyzing standards of 
individual components, and observing the chromatographic resolution of the TCDDs, 
HxCDDs, and HxCDFs. Similarly, relative retention times for all other congeners of 
interest were evaluated with respect to labeled analogs. 

Adequate mass resolution was verified while monitoring ions for hexa-PCNs vs. ion 
responses of 13C-TCDDs and of native TCDD vs. 13C-TCDF throughout the sample set. 
The latter two ions, both at nominal m/z 320, differ by 0.04 Da, requiring a resolving 
power of at least 8,000 for nearly complete resolution. Monitoring these ion ratios 
thereby assures a continual check on mass resolution. For each mass window, lock­
mass and lock-mass-check ions were used to maintain and verify the accuracy of mass 
measurement. 

Criteria for Confirmation: For the positive identification and quantitation of a particular 
congener, the following criteria had to be met: 

1. 	 The peak areas for the selected ion responses must each be greater than three 
times the background noise (S/N >3). If not, an "NO" (not detected) flag with a 
detection limit is entered into the concentration results table. 

2. 	 For congeners with isotopically-labeled analogs, the ion peaks for the native 
must occur at retention times from -1 to +3 sec that for the corresponding 
13C-labeled ion peaks, which elute about 1 sec earlier than the native ion peaks; 
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3. 	 For OCDF (without an isotopically-labeled analog), ion responses in sample 
analyses must occur at relative retention times (RRTs) from -0.2 to 0.5% of 
13C-labeled OCDD, analogous to the window above; 

4. 	 For the two principal ion responses, the ion ratio must be within the acceptable 
range (generally ±15%). If not, a "LQ" (less than quantitation limit) flag is entered 
into the concentration results table to qualify the result. 

A known amount of the internal standards was spiked into the final extract and used to 
calculate the amounts of the surrogate recovered in the final extract. The efficiency of 
the extraction and cleanup was measured by comparing the quantity of the surrogates 
detected in the final isolated extract (at GC/HRMS analysis) with the quantity spiked into 
the sample at the beginning of the extraction step. 

III. Results and Discussion 

1. PCB Congeners 

The PCB congener concentrations determined for eagle egg samples and associated 
QC samples are presented in Table 1. The total PCB concentrations, as a sum of all 
congeners, are also presented in Table 1. The concentrations of total PCBs in the 
eagle egg samples ranged from 120,000 ng/g (120 I-Ig/g or ppm) in the 131 O-a 
Castleton Island Nest sample (33275) to 3,300 ng/g (3.3 I-Ig/g) in the 12S6-c 
Franklington ViaL, Schoharie, Co. sample (33270). Recovery data for the eagle egg 
procedural recovery standards are presented in Table 2. Recoveries and precision fell 
within quality control limits (50% - 125%) with average recoveries for PCB-29, PCB-155, 
and PCB-204 of 85%,79% and 77%, respectively. Total PCBs in the method triplicates 
averaged 9% percent relative standard deviations (%RSD). 

The PCB congener concentrations determined for eagle blood samples and associated 
QC samples are presented in Table 3. The total PCB concentrations, as a sum of all 
selected congeners, are also presented in Table 3. The concentrations of total PCBs in 
the eagle blood samples ranged from 520 ng/g (ppb) in the 1321 New Waterford Nest 
blood sample (33283) to 42 ng/g in the 1317 Montezuma 1 Nest blood sample (33285). 
Recovery data for the eagle blood procedural recovery standards are presented in 
Table 4. Recoveries and precision fell within quality control limits (50% - 125%) with 
average recoveries for PCB-29, PCB-155, and PCB-204 of 79%, 73% and 76%, 
respectively. Due to the small amount of eagle blood matrix received, triplicate 
analyses were not performed for the blood samples. 

Congener-PCB concentrations determined for eagle egg and blood samples have been 
corrected for analytical recovery, as monitored by the method recovery compounds. 
PCB-29 was used to correct the most volatile PC8-1 through PCB-35 congener data, 
PCB-155 was used to correct the moderately volatile PCB-37/59 through PCB-167 
congener data, and PCB-204 was used to correct the least volatile PCB-170 through 
PCB-209 congener data. The QC sample concentrations were not corrected for method 
recovery compound recoveries. 
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Background levels of PCBs in the matrix blanks were 10 to 11 ng/g total PCBs, while 
the procedural blanks ranged from 10 to 11 ng/g total PCBs. Matrix spike recoveries 
were in the acceptable QC range (50-125%) with a few exceptions for congeners near 
the detection limits. The method detection limit for total PCBs was 19 ng/g. 

2. Organochlorine Pesticides 

The results for analysis of the eagle egg organochlorine pesticides (OCPs) are 
presented in Table 5. The OCPs detected in the egg samples include: 

OCPIO Range (ng/g) 
p,p'-OOE 9,100 to 500 

mirex 810 to 11 
trans-nonachlor 500 to 62 

p,p'-OOO 500 to 12 
cis-chlordane 340 to 14 

dieldrin 190 to 19 
cis-nonachlor 170 to 25 
oxychlordane 67 to 10 

heptachlor epoxide 24 to <MOL 
hexachlorobenzene 14 to 2.2 

o,p'-OOE 13 to <MOL 
o,p'-OOT 13 to <MOL 

trans-chlordane 12toO.68 
endrin 11 to <MOL 

o,p'-OOO 6.5 to <MOL 
pentachlorobenzene 6.1 to 0.13 
pentachloroanisole 5.7 to 0.21 

p,p'-OOT 3.7 to <MOL 
b-BHC 3.2 to <MOL 
lindane 2.4 to <MOL 

heptachlor 2.3 to <MOL 
endosulfan II 1.6 to <MOL 
endosulfate 1.2 to <MOL 

d-BHC 0.22 to <MOL 

Aldrin, dacthal, endosulfan I and methoxychlor were not detected or <MOL. 

The 131 O-a Castleton Island Nest egg sample (33275) and the 1256-c Franklington 
Vlai., Schoharie, Co. egg sample (33270) showed the highest and lowest total OCP 
levels, respectively. 

The method recovery compound recoveries are presented in Table 6 for the egg 
samples. Recoveries and precision fell within quality control limits (50% - 125%) with 
average recoveries for PCB-29, PCB-155, and da-Iabeled p,p'-OOO of 85%,72% and 
90%, respectively. 
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The results for analysis of the eagle blood organochlorine pesticides (OCPs) are 
presented in Table 7. The OCPs detected in the blood samples include: 

OCPIO Range lng/g) 
p,p'-OOE 17 to 3.7 
p,p'-OOO 3.7 to 0.64 

mirex 3.6 to <MOL 
endosulfan II 3.3 to <MOL 

trans-nonachlor 1.6 to 0.40 
dieldrin 1.3 to 0.28 

cis-nonachlor 0.83 to <MOL 
endosulfate 0.60 to <MOL 

p,p'-OOT 0.58 to <MOL 
oxychlordane 0.42 to <MOL 

dacthal 0.40 to <MOL 
hexachlorobenzene 0.36 to <MOL 

b-BHC 0.35 to <MOL 
heptachlor epoxide 0.28 to 0.08 

cis-chlordane 0.28 to <MOL 
trans-chlordane 0.27 to <MOL 

pentachloroanisole 0.21 to <MOL 
o,p'-OOE 0.10 to <MOL 

pentachlorobenzene 0.08 to <MOL 

Lindane, a-BHC, d-BHC, heptachlor, aldrin, endrin, o,p'-OOO, o,p'-OOT, endosulfan I 
and methoxychlor were not detected or <MOL. 

The 1264 Astor Cove blood sample (33280) and the 1319 Tusten Nest blood sample 
(33286) showed the highest and lowest total OCP levels, respectively. 

The method recovery compound recoveries are presented in Table 8 for the blood 
samples. Recoveries and precision fell within quality control limits (50% - 125%) with 
average recoveries for PCB-29, PCB-155, and da-Iabeled p,p'-OOE of 80%,77% and 
92%, respectively. 

Concentrations have been corrected for analytical recovery, as monitored by the 
method recovery compounds. Compounds present in the PGC-1 fraction 
(pentachlorobenzene, hexachlorobenzene, aldrin, and mirex) are corrected using 
PCB-155, which is also present in the PGC-1 fraction. Compounds which are split 
between the PGC-1 and 8008-2 fractions (heptachlor and p,p'-OOE) are corrected 
using PCB-29, which is also split between these two fractions. The remaining OCPs, 
(fraction 8008-2), are corrected using da-Iabeled p,p'-OOO, which is also contained in 
the 8008-2 fraction. The QC sample concentrations were not corrected for method 
recovery compound recoveries. 

Matrix spikes showed poor recoveries for pentachlorobenzene (42% set #1,38% set #2, 
and 42% set #3), hexachlorobenzene (49% set #2 and 46% set #3), d-BHC (20% set #1 
and 17% set #2), and heptachlor (47% set #1 and 38% set #3). All other recoveries 
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recoveries were within acceptable QC limits (50% - 125%). Procedural blanks and 
MDLs were within acceptable QC limits (Tables 5 and 7). 

3. Non-oltho-PCB Congeners 

The concentrations (pg/g, or parts per trillion (ppt)) of non-ortho-PCBs (81, 77, 126, and 
169) in the eagle eggs and bloods are presented in the bottom of Tables 9 and 11, 
respectively. In some egg samples, concentrations of PCBs 77,81, and 126 are 
comparable, each often exceeding 1,000 pg/g, but in the blood samples, PCB-77 is 
always predominant, similarly to that in most Aroclors. In eagle eggs, concentrations of 
PCB-81 vary the most, ranging from 6,240 pg/g (131 O-a Castleton Island, 33275) to 
48 pg/g (1256-c Franklington, 33270). In birds, PCB-81 has a TCDD-equivalence factor 
of 0.1, similar to PCB-126 and thus is an important analyte. Along with PCB-81, PCBs 
77 and 126 are also both highest in the Castleton Island egg sample (10,400 and 
8,400 pg/g, respectively). Together with PCB-81, these non-ortho-PCBs contribute the 
bulk of the total dioxin equivalents in that sample. 

Quality control results were within QC guidelines (25 - 125%). PGC fractionation was 
successful and PCB-129 did not contribute any significant interference (>10%) to the 
PCB-126 values. Ion ratios for the four non-ortho-PCBs in the egg samples are all 
within the expected QC tolerance (±15%) except for PCB-169 in sample 33273 
Replicate 1 which is flagged as "LQ" from an interference with the m/z 360 ion. For ali 
other samples, both blood and QC, the only analyte values that are flagged "LQ", 
because of incorrect ion ratios, are all very low (:52.3 pg/g) as would be expected. 
Surrogate recoveries in eagle eggs and bloods, listed in Tables 10 and 12, respectively, 
are typically above 50%. Non-ortho-PCBs in the matrix spike and positive control carp 
from Saginaw Bay are within 15 - 20% of the historic averages. Concentrations of 
each non-ortho-PCB in all procedural blanks were low «1 pg/g and <6 pg/g for PCB­
77). Concentrations in the bovine serum matrix blank are the same as those in the 
corresponding procedure blank. Concentrations in both chicken egg matrix blanks were 
<8 pg/g and less than four times those in the corresponding procedure blanks. 
Triplicate egg samples showed excellent precision, typically <15%. 

4. Dioxins and Furans 

Concentrations (pg/g) of 2,3,7,8-substituted PCDDs and PCDFs (pg/g) in bald eagle 
eggs and bloods are presented in the top part of Tables 9 and 11, respectively. In the 
egg samples, most PCDFs are low «3 pg/g), except for 2,3,4,7,8-PeCDF, which ranges 
from 36 to 2 pg/g in the 131 O-a Castleton Island, (33275). Several PCDDs are 
prominent in the egg samples: 2,3,7,8-TCDD ranges from 22 to 1 pg/g in the 1311 
Bronx Island, (33277),1 ,2,3,6,7,8-HxCDD from 21 to 3 pg/g in the 1310-a Castleton 
Island, (33275), and OCDD from 138 to 3 pg/g in the 1246 Gay's Pt, (33263). However, 
1,2,3,4,6,7,8-HpCDD remains low in all egg samples, ranging from 5 to 0.4 pg/g. Also 
detected in some egg samples are several polychlorinated dibenzothiophenes, which 
have been previously detected in samples from the New York Harbor area. In the blood 
samples, almost all analytes are <1 pg/g, though 2,3,7,8-TCDF ranged from 2 to 
0.2 pg/g and OCDD 6 to 0.7 pg/g. 
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Quality control results are generally within guidelines with the exceptions discussed 
below. Percent recoveries of 13C-labeled PCDDs and PCDFs spiked into the egg and 
blood samples, presented in Tables 10 and 12, respectively, are all within our quality 
assurance range (25 - 125%), except for no recovery of most surrogates in the 1315 
Roundout 3 (33279) sample, likely due to failure at the alumina fractionation step. The 
only surrogates which were partially recovered in sample 33279 all elute earliest from 
alumina and can be partially eluted with the first solvent eluant of the method. We 
presume that the other, more retentive surrogates were retained on the alumina column 
for that sample. Ion ratios for the PCDD/PCDFs in the egg and blood samples are 
mostly within the expected QC tolerance (±15%); the few exceptions all have very low 
analyte concentrations ($1.1 pg/g) and are flagged "LQ" in Tables 1 0 and 12. Three 
egg samples were processed in triplicate to evaluate method variations. Replicate 
concentrations are very precise, typically <15%. 2,3,7,8-PCDDs/PCDFs in QC blank 
samples are <1 pg/g, except for OCDF «3 pg/g) in both procedural blanks with the egg 
sets. In both chicken egg matrix blanks, all analytes are also <1 pg/g except for OCDF 
and OCDD «6 pg/g). Concentrations of all analytes in both chicken egg matrix spikes 
and the bovine serum matrix spike are with 20% of the analytes' respective 
concentrations. Finally, concentrations of all analytes in both positive control carp 
samples from Saginaw Bay are within 15 - 20% of historical averages. 

5. Toxic Equivalents 

In Table 13, 2,3,7,8-TCDD toxic equivalency factors (TEFs) for birds were used to 
calculate the total toxic equivalents (TEQs) from mono- and non-ortho-PCBs and 
PCDD/PCDFs in the eagle eggs and bloods (20). Total TEQs in the egg samples 
ranged from 2,500 to 70 pg/g. In the eagle egg samples, dioxin-like PCBs contributed 
over 90% of the TEQs. Over 75% of the TEQs result from three non-ortho PCBs (77, 
81, and 126); dioxin-like mono-ortho-PCBs contribute an additional 15%. 

For eagle blood samples, listed at the bottom of Table 13, total TEQs ranged from 27 to 
2 pg/g. For reference, total TEQs in our QC bovine serum matrix blank are 1 pg/g. In 
most blood samples, dioxin-like PCBs also contributed the majority of the total TEQs. 
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TableTable 1:1: PCBPCB CongenersCongeners (nglg)(nglg) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField FIELDFIELD SampleSample Gram­Gram­ %% 001001 003003 004004 005005 

IDID 1010 LOCATIONLOCATION TypeType equivalentsequivalents LipidLipid 
forfor AnalysisAnalysis (g)(g) 

3326233262 12421242 Egg(baea)Egg(baea) 0510210305102103 CrugersCrugers Island,Island, HudsonHudson R.R. nglgnglg EAGLEEAGLE EGGEGG 9.849.84 4.534.53 4.14.1 1.31.3 3535 <0.06<0.06 

3326333263 12461246 Egg(baea)Egg(baea) 0511310305113103 Gay'sGay's Point,Point, HudsonHudson R.R. nglgnglg EAGLEEAGLE EGGEGG 9.859.85 5.925.92 7.57.5 1.51.5 5252 0.190.19 

3326433264 12481248 Egg(baea)Egg(baea) 0512210305122103 CastletonCastleton Island,Island, HudsonHudson R.R. nglgnglg EAGLEEAGLE EGGEGG 9.899.89 5.005.00 1313 1515 6363 8.28.2 

3326533265 12521252 Egg(baea)Egg(baea) 0610310306103103 MuskellungeMuskellunge Creek,Creek, JeffersonJefferson CoCo nglgnglg EAGLEEAGLE EGGEGG 9.859.85 3.883.88 <1.1<1.1 5.15.1 2.22.2 0.520.52 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.889.88 2.832.83 <1.1<1.1 << 1.01.0 1313 <0.06<0.06 

33266-233266-2 12501250 Egg(baea)Egg(baea) 05127/0305127/03 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.889.88 2.832.83 << 1.11.1 1.31.3 1717 <0.06<0.06 

33266-333266-3 12501250 Egg(baea)Egg(baea) 05127/0305127/03 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.859.85 2.642.64 << 1.11.1 1.61.6 1717 <0.06<0.06 

3326733267 12511251 Egg(baea)Egg(baea) 05/30/0305/30/03 HancockHancock Island,Island, DelwareDelware Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.889.88 5.065.06 <1.1<1.1 << 1.01.0 5.75.7 <0.06<0.06 

3326833268 1256a1256a Egg(baea)Egg(baea) 0611210306112103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.849.84 5.335.33 <1.1<1.1 2.52.5 5.75.7 <0.06<0.06 

3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.859.85 3.533.53 <1.1<1.1 << 1.01.0 1212 0.070.07 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.859.85 6.276.27 << 1.11.1 << 1.01.0 << 1.61.6 <0.06<0.06 

3327133271 12571257-a-a Egg(baea)Egg(baea) 0610610306106103 Dunraven,Dunraven, DelwareDelware Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.879.87 3.483.48 <1.1<1.1 1919 << 1.61.6 <0.06<0.06 

3327233272 12571257-b-b Egg(baea)Egg(baea) 0610610306106103 Dunraven,Dunraven, DelwareDelware Co.Co. nglgnglg EAGLEEAGLE EGGEGG 9.849.84 3.393.39 <1.1<1.1 << 1.01.0 << 1.61.6 <0.06<0.06 

33273-133273-1 13081308 Egg(baea)Egg(baea) 0512510405125104 Rogel'sRogel's IslandIsland NestNest #NY#NY 5656 nglgnglg EAGLEEAGLE EGGEGG 9.859.85 2.492.49 6.06.0 2828 6363 <0.06<0.06 

33273-233273-2 13081308 Egg(baea)Egg(baea) 0512510405125104 Rogel'sRogel's IslandIsland NestNest #NY#NY 5656 nglgnglg EAGLEEAGLE EGGEGG 9.879.87 2.432.43 5.95.9 2626 4646 <0.06<0.06 

33273-333273-3 13081308 Egg(baea)Egg(baea) 0512510405125104 Rogel'sRogel's IslandIsland NestNest #NY#NY 5656 nglgnglg EAGLEEAGLE EGGEGG 9.839.83 2.392.39 6.36.3 2626 6565 <0.06<0.06 

3327433274 13091309 Egg(baea)Egg(baea) 0512510405125104 InbochtInbocht BayBay NestNest #NY#NY 2828 nglgnglg EAGLEEAGLE EGGEGG 9.819.81 2.502.50 2.62.6 << 1.01.0 2626 <0.06<0.06 

3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 CastletonCastleton IslandIsland NestNest #NY#NY 5252 nglgnglg EAGLEEAGLE EGGEGG 9.869.86 4.474.47 1010 << 1.01.0 5454 0.240.24 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 0510410405104104 BeerstonBeerston 22 NestNest #NY#NY 89-b89-b nglgnglg EAGLEEAGLE EGGEGG 9.859.85 5.025.02 1.61.6 << 1.01.0 1111 <0.06<0.06 

3327733277 13111311 Egg(baea)Egg(baea) 05127/0405127/04 BronxBronx IslandIsland NestNest #NY#NY 7777 nglgnglg EAGLEEAGLE EGGEGG 9.849.84 4.784.78 <1.1<1.1 << 1.01.0 5454 1.51.5 

33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 05/0410405/04104 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a nglgnglg EAGLEEAGLE EGGEGG 9.879.87 5.115.11 2.62.6 2.72.7 6.96.9 0.080.08 

33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 05104/0405104/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a nglgnglg EAGLEEAGLE EGGEGG 9.839.83 5.135.13 1.91.9 1.81.8 7.57.5 0.170.17 

33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a nglgnglg EAGLEEAGLE EGGEGG 9.839.83 5.135.13 2.02.0 2.22.2 8.88.8 0.120.12 

3327933279 13151315 Egg(baea)Egg(baea) 0610310406103104 RoundoutRoundout 33 NestNest #NY#NY 9595 nglgnglg EAGLEEAGLE EGGEGG 9.849.84 4.884.88 << 1.11.1 6.96.9 << 1.61.6 <0.06<0.06 

PC.{J21605PC.{J21605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 10#10# 6806-1576806-157 9/19/909/19/90 nglgnglg SaginawSaginaw BayBay carpcarp 5.075.07 13.413.4 1.11.1 4.84.8 4.14.1 <0.06<0.06 

PC.{J22205PC.{J22205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 10#10# 6806-1576806-157 9/19/909/19/90 nglgnglg SaginawSaginaw BayBay carpcarp 4.984.98 15.615.6 << 1.11.1 5.25.2 3.43.4 0.090.09 

PB-021605·PB-021605· ProcedureProcedure BlankBlank SetSet 11 ng/gng/g Na2S0.Na2S0. 9.509.50 n/an/a 0.140.14 0.000.00 0.000.00 0.000.00 

PB-022205·PB-022205· ProcedureProcedure BlankBlank SetSet 22 ng/gng/g Na.50.Na.gO. 9.479.47 nlanla 0.000.00 0.200.20 0.000.00 0.000.00 

PB-022805·PB-022805· ProcedureProcedure BlankBlank SetSet 33 nglgnglg Na2S0.Na2S0. 5.665.66 nlanla 0.000.00 0.310.31 0.540.54 0.000.00 

MB.{J21605MB.{J21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg SetSet 11 ng/gng/g ChickenChicken EggEgg 9.959.95 8.678.67 0.000.00 0.140.14 0.000.00 0.000.00 

MB-022205MB-022205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg SetSet 22 ng/gng/g ChickenChicken EggEgg 9.869.86 9.109.10 0.000.00 0.000.00 0.010.01 0.000.00 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum SetSet 33 nglgnglg CalfCalf SerumSerum 4.924.92 0.300.30 0.140.14 0.070.07 0.020.02 0.000.00 

MS-021605-PCBMS-021605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg SetSet 11 ngng ChickenChicken EggEgg 9.899.89 9.129.12 3737 2121 140140 7.87.8 

PercentPercent RecoveryRecovery %% 7070 123123 7474 8282 
MS-022205-PCBMS-022205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg SetSet 22 ngng ChickenChicken EggEgg 9.829.82 9.789.78 3535 3030 150150 7.47.4 

PercentPercent RecoveryRecovery %% 6565 173173 7474 7979 
MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum SetSet 33 ngng CalfCalf SerumSerum 4.924.92 0.300.30 1616 6.86.8 7171 3.63.6 

PercentPercent RecoveryRecovery %% 5555 B2B2 6767 7070 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 1.11.1 1.01.0 1.61.6 0.060.06 
HistoricalHistorical Method QuantilalionMethod Quantl1allon LimitLimit 3.13.1 3.03.0 4.34.3 0.180.18 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC with ECD_with ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 006006 007007 008008 009009 010010 015015 016016 017017 018018 019019 020020 

1010 1010 

3326233262 12421242 Egg{baea)Egg{baea) 0510210305102103 5.75.7 0.180.18 2020 1.01.0 9.09.0 0.250.25 5656 100100 7171 2424 3.53.5 

3326333263 12461246 Egg{baea)Egg{baea) 0511310305113103 4.34.3 0.180.18 2525 1.61.6 1616 1.81.8 7979 120120 8484 3434 6.36.3 

3326433264 12481248 Egg{baea)Egg{baea) 0512210305122103 1010 <0.13<0.13 3535 3.73.7 1717 <0.08<0.08 7272 140140 7979 3636 6.36.3 

3326533265 12521252 Egg{baea)Egg{baea) 0610310306103103 0.220.22 <0.13<0.13 1.11.1 0.290.29 0.490.49 0.430.43 3.13.1 1212 2.42.4 0.940.94 1.11.1 

33266-133266-1 12501250 Egg{baea)Egg{baea) 05/27/0305/27/03 1.91.9 <0.13<0.13 4.64.6 0.330.33 2.82.8 0.140.14 1212 2929 2323 9.79.7 0.820.82 

33266-233266-2 12501250 Egg{baea)Egg{baea) 05127/0305127/03 1.91.9 0.170.17 4.94.9 0.40.4 3.13.1 5.45.4 1515 3030 2424 9.79.7 1.21.2 

33266-333266-3 12501250 Egg{baea)Egg{baea) 05127/0305127/03 2.42.4 0.160.16 5.45.4 0.40.4 3.33.3 1010 1313 2727 2323 9.39.3 0.890.89 

3326733267 12511251 Egg{baea)Egg{baea) 0513010305130103 1.51.5 0.280.28 0.340.34 0.420.42 4.34.3 1.11.1 <0.07<0.07 1.41.4 0.850.85 <0.14<0.14 1.61.6 

3326833268 1256a1256a Egg{baea)Egg{baea) 0611210306112103 2.52.5 <0.13<0.13 2.62.6 <0.07<0.07 << 0.Q10.Q1 1.61.6 <0.07<0.07 <0.04<0.04 <0.17<0.17 0.450.45 1.61.6 

3326933269 1256b1256b Egg{baea)Egg{baea) 0611210306112103 0.920.92 <0.13<0.13 <0.20<0.20 <0.07<0.07 0.80.8 2.32.3 <0.07<0.07 <0.04<0.04 <0.17<0.17 <0.14<0.14 2.02.0 

3327033270 1256-c1256-c Egg{baea)Egg{baea) 0611210306112103 0.210.21 <0.13<0.13 <0.20<0.20 <0.07<0.07 <0.01<0.01 1.91.9 0.460.46 <0.04<0.04 <0.17<0.17 <0.14<0.14 <0.01<0.01 

3327133271 12571257-a-a Egg{baea)Egg{baea) 0610610306106103 <0.05<0.05 0.620.62 <0.20<0.20 0.260.26 <0.01<0.01 1.71.7 0.530.53 0.450.45 0.270.27 <0.14<0.14 0.480.48 

3327233272 12571257-b-b Egg{baea)Egg{baea) 0610610306106103 0.670.67 <0.13<0.13 <0.20<0.20 <0.07<0.07 <0.01<0.01 0.220.22 0.700.70 0.780.78 <0.17<0.17 <0.14<0.14 0.330.33 

33273-133273-1 13081308 Egg{baea)Egg{baea) 05125/0405125/04 9.29.2 0.620.62 2929 2.22.2 1111 1010 8989 130130 7575 3232 3.63.6 

33273-233273-2 13081308 Egg{baea)Egg{baea) 0512510405125104 8.58.5 0.520.52 2929 1.71.7 9.89.8 7.97.9 6969 110110 6767 2828 3.43.4 

33273-333273-3 13081308 Egg{baea)Egg{baea) 0512510405125104 9.59.5 0.510.51 3434 1.61.6 1212 9.09.0 7878 120120 7575 3232 3.33.3 

3327433274 13091309 Egg{baea)Egg{baea) 0512510405125104 4.04.0 0.190.19 1818 0.770.77 5.15.1 5.35.3 4545 8383 4040 1515 2.82.8 

3327533275 1310-a1310-a Egg{baea)Egg{baea) 05127/0405127/04 1010 0.930.93 5050 2.92.9 1313 1.41.4 9191 160160 8585 3838 6.56.5 

3327633276 1313-b1313-b Egg{baea)Egg{baea) 0510410405104104 3.43.4 <0.13<0.13 6.26.2 0.490.49 2.42.4 1.11.1 1010 2424 1616 6.86.8 1.11.1 

3327733277 13111311 Egg{baea)Egg{baea) 05127/0405127/04 1111 1.91.9 3838 2.62.6 1111 <0.08<0.08 120120 140140 9595 3434 6.36.3 

33278-133278-1 1313-a1313-a Egg{baea)Egg{baea) 0510410405104104 1.91.9 0.180.18 5.75.7 0.330.33 1.71.7 1.21.2 1111 2626 1616 6.26.2 3.23.2 
33278-233278-2 1313-a1313-a Egg{baea)Egg{baea) 05104/0405104/04 1.01.0 0.340.34 6.76.7 0.790.79 1.71.7 2.22.2 9.49.4 2929 1818 7.17.1 4.64.6 

33278-333278-3 1313-a1313-a Egg{baea)Egg{baea) 0510410405104104 2.92.9 <0.13<0.13 6.86.8 0.420.42 2.02.0 2.82.8 1111 3030 1919 7.77.7 4.24.2 

3327933279 13151315 Egg{baea)Egg{baea) 0610310406103104 <0.05<0.05 6.06.0 <0.20<0.20 0.930.93 <0.01<0.01 <0.08<0.08 <0.07<0.07 <0.04<0.04 2.42.4 <0.14<0.14 << 0.Q10.Q1 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 5.95.9 0.210.21 6.36.3 0.630.63 0.60.6 <0.08<0.08 2121 3333 8888 4.24.2 4.24.2 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 6.26.2 0.150.15 6.66.6 0.710.71 0.490.49 0.170.17 2323 3434 9696 4.74.7 4.24.2 

PB"()21605·PB"()21605· ProcedureProcedure BlankBlank 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.010.01 0.020.02 <0.04<0.04 0.050.05 0.000.00 0.000.00 
PB"()22205·PB"()22205· ProcedureProcedure BlankBlank 0.000.00 0.030.03 0.000.00 0.000.00 0.000.00 0.000.00 0.Q10.Q1 0.000.00 0.020.02 0.000.00 0.010.01 

PB"()22805·PB"()22805· ProcedureProcedure BlankBlank 0.000.00 0.070.07 0.060.06 0.Q1 0.01 0.010.01 0.010.01 0.020.02 0.020.02 0.050.05 0.020.02 0.000.00 

MB-021605MB-021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.040.04 0.000.00 0.000.00 0.000.00 0.000.00 0.Q10.Q1 0.010.01 0.030.03 0.000.00 0.000.00 
MB"()22205MB"()22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.050.05 0.000.00 0.000.00 0.000.00 0.000.00 0.010.01 0.010.01 0.000.00 0.010.01 0.010.01 

MB"()22805MB"()22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.000.00 0.040.04 0.000.00 0.000.00 0.020.02 0.020.02 0.020.02 0.040.04 0.010.01 0.Q10.Q1 

MS-D21605-PCBMS-D21605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 7878 1212 350350 2323 6.36.3 9696 270270 240240 660660 5353 2525 
PercentPercent RecoveryRecovery 8080 8282 8282 7878 7676 7676 8686 B2B2 8585 B4B4 8686 

MS"()22205-PCBMS"()22205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 7777 1111 340340 2121 6.26.2 8989 270270 240240 650650 5252 2323 
PercentPercent RecoveryRecovery 7979 7676 7979 7474 7575 7171 8383 8181 B4B4 8181 7777 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB calfcalf SerumSerum 3737 6.16.1 170170 1111 3.03.0 4848 130130 120120 320320 2626 1212 
PercentPercent RecoveryRecovery 7070 7777 7272 7171 6666 7373 7575 7777 7575 7474 7878 

HistoricalHistorical MethodMethod Detection LImit Detection Limit 0.050.05 0.130.13 0.200.20 0.070.07 0.Q10.Q1 0.080.08 0.070.07 0.040.04 0.170.17 0.140.14 0.010.01 
Historical Hlstorlcal Method Quantllallon LImit Method Quantltatlon limit 0.150.15 0.360.36 0.580.58 0.210.21 0.030.03 0.230.23 0.220.22 0.120.12 0.460.46 0.390.39 0.040.04 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 022022 024024 025025 026026 027027 028028 031031 032032 033033 034034 035035 
1010 1010 

3326233262 12421242 Egg(baea) 05/02103 Egg(baea) 05102103 3636 0.960.96 1818 6868 1818 470470 390390 110110 1111 6.76.7 7.67.6 
3326333263 12461246 Egg(baea) 05/13/03 Egg(baea) 05113103 5555 1.11.1 2323 8888 2828 720720 670670 170170 1515 1111 5.65.6 
3326433264 12481248 Egg(baea) 05/22/03 Egg(baea) 05122103 5555 0.60.6 2626 9494 2828 540540 550550 160160 1818 1111 1212 
3326533265 12521252 Egg(baea) 06/03/03 Egg(baea) 06103103 5.15.1 1.31.3 1.21.2 4.74.7 3.03.0 7474 2929 8.48.4 1.51.5 0.350.35 0.840.84 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05/27/0305/27/03 4.94.9 0.310.31 4.74.7 1616 5.25.2 2929 4040 2222 3.13.1 0.650.65 1.21.2 
33266-233266-2 12501250 Egg(baea) 05/27103 Egg(baea) 05127/03 5.05.0 0.290.29 4.94.9 1616 4.64.6 3030 4141 2121 3.33.3 0.670.67 1.21.2 
33266-333266-3 12501250 Egg(baea) 05/27103 Egg(baea) 05127/03 5.05.0 0.470.47 4.64.6 1515 4.74.7 2929 3838 2121 2.72.7 0.610.61 0.970.97 

3326733267 12511251 Egg(baea) 05/30103 Egg(baea) 05130/03 4.04.0 0.120.12 0.760.76 1.71.7 1.11.1 9.79.7 8.28.2 3.63.6 1.81.8 <0.12<0.12 7.17.1 
3326833268 1256a1256a Egg(baea) 06/12103 Egg(baea) 06112103 0.520.52 0.180.18 0.030.03 0.360.36 0.110.11 1.91.9 1.01.0 1.61.6 0.970.97 <0.12<0.12 <0.02<0.02 
3326933269 1256b1256b Egg(baea) 06/12103 Egg(baea) 06112103 0.450.45 0.090.09 0.040.04 0.360.36 0.030.03 2.02.0 1.01.0 2.42.4 0.580.58 <0.12<0.12 <0.02<0.02 
3327033270 1256-c1256-c Egg(baea) 06/12103 Egg(baea) 06112103 0.320.32 0.110.11 0.040.04 0.210.21 0.060.06 1.61.6 0.930.93 << 1.31.3 0.320.32 <0.12<0.12 <0.02<0.02 
3327133271 1257-a 1257-a Egg(baea) 06/06/03 Egg(baea) 06106/03 1.61.6 <0.01<0.01 0.460.46 1.31.3 <0.02<0.02 7.37.3 9.09.0 << 1.31.3 0.290.29 <0.12<0.12 <0.02<0.02 
3327233272 1257·b 1257-b Egg(baea) 06/06/03 Egg(baea) 06106/03 2.02.0 0.160.16 0.550.55 1.41.4 0.100.10 9.19.1 1212 << 1.31.3 0.620.62 <0.12<0.12 <0.02<0.02 

33273-133273-1 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 5454 1.71.7 1717 5959 1414 630630 490490 110110 1313 6.96.9 <0.02<0.02 
33273-233273-2 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 4848 2.52.5 1616 5858 1414 610610 460460 110110 1212 6.46.4 <0.02<0.02 
33273-333273-3 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 5050 2.02.0 1414 4747 1414 520520 390390 110110 1111 5.15.1 <0.02<0.02 

3327433274 13091309 Egg(baea) 05/25/04 Egg(baea) 05125104 3131 0.850.85 1515 5959 6.16.1 310310 280280 7373 8.58.5 4.14.1 <0.02<0.02 
3327533275 1310-a1310-a Egg(baea) 05/27104 Egg(baea) 05127/04 8383 2.52.5 2121 7676 1515 880880 720720 170170 3232 1010 <0.02<0.02 
3327633276 1313-b1313-b Egg(baea)Egg(baea) 05/04/0405/04/04 7.27.2 0.620.62 5.45.4 1515 2.52.5 4545 4646 1919 4.24.2 0.630.63 <0.02<0.02 
3327733277 13111311 Egg(baea) 05/27104 Egg(baea) 05127/04 7070 1616 1515 8181 1818 420420 390390 120120 1717 6.56.5 <0.02<0.02 

33278-133278-1 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 8.38.3 1.21.2 5.65.6 1515 2.22.2 4545 4747 1919 5.45.4 0.570.57 <0.02<0.02 
33278-233278-2 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104/04 1010 1.51.5 6.16.1 1717 2.72.7 5050 5151 2626 6.96.9 0.690.69 < 0.02 <0.02 
33278-333278-3 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 1010 0.670.67 6.56.5 1818 2.82.8 5353 5555 2424 7.07.0 0.740.74 <0.02<0.02 

3327933279 13151315 Egg(baea) 06/03/04 Egg(baea) 06103104 1111 3.83.8 0.070.07 3.13.1 1.31.3 1.91.9 2.22.2 1010 3.43.4 <0.12<0.12 5.95.9 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 1414 0.650.65 1616 5353 7.07.0 7373 6363 3030 1010 2.02.0 5.45.4 
PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 1414 0.780.78 1515 5454 7.47.4 7474 6464 3131 1111 1.91.9 <0.02<0.02 

PB-021605 • PB-Il21605· ProcedureProcedure BlankBlank 0.010.Q1 <0.01<0.01 0.000.00 0.000.00 0.000.00 0.000.00 0.010.Q1 0.000.00 0.060.06 0.000.00 0.000.00 
PB-022205 • PB-022205· ProcedureProcedure BlankBlank 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.030.03 0.030.03 0.000.00 0.040.04 0.000.00 0.000.00 
PB-022805 • PB-022805· ProcedureProcedure BlankBlank 0.010.01 0.000.00 0.000.00 0.000.00 0.000.00 0.020.02 0.020.02 0.000.00 0.010.01 0.000.00 0.000.00 

MB-021605 MB-Il21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.030.03 0.020.02 0.000.00 0.000.00 0.000.00 0.020.02 
MB-022205 MB-Il22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.010.01 0.010.01 0.000.00 0.000.00 0.000.00 0.050.05 0.040.04 0.000.00 0.040.04 0.000.00 0.000.00 
MB-022805MB-022805 MATRIXMATRIX Blank Calf Blank Caff SerumSerum 0.010.01 0.000.00 0.000.00 0.010.01 0.000.00 0.040.04 0.030.03 0.000.00 0.090.09 0.000.00 0.010.01 

MS-021605-PCB MS-ll21605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 190190 6.66.6 2525 6969 2626 360360 410410 150150 350350 1.71.7 3.33.3 
PercentPercent RecoveryRecovery 8686 8787 6565 6767 8383 6666 6868 8484 8585 8585 6868 

MS-022205-PCB MS-02220S-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 180180 6.16.1 2424 6767 2525 350350 390390 140140 330330 1.51.5 4.04.0 
PercentPercent RecoveryRecovery 8181 8383 6464 6565 7979 6464 6666 8181 8080 7070 8080 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected MATRIX Spike·PCB MATRIX Spike-PCB CalfCalf SerumSerum 9595 3.13.1 1212 3232 1313 170170 190190 7373 170170 0.530.53 1.71.7 
PercentPercent RecoveryRecovery 7979 7373 5959 5858 7777 5858 5959 7777 7777 6464 6767 

HistoricalHistorical MethodMethod Detection Limit Detection limit 0.060.06 0.010.01 0.030.03 0.040.04 0.020.02 0.290.29 0.140.14 1.31.3 0.090.09 0.120.12 0.020.02 
HistoricalHistorical Method Quantitation Method Quantltatlon LimitLimit 0.160.16 0.030.03 0.080.08 0.120.12 0.060.06 0.870.87 0.400.40 3.63.6 0.240.24 0.380.38 0.060.06 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
33 

22



TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 037,059037,059 040040 041041 042042 043043 044044 045045 046046 047047 048048 049049 
1010 1010 

3326233262 12421242 Egg(baea) 05/02103 Egg(baea) 05102103 3131 7474 1212 320320 4848 280280 4848 8.78.7 1,9001,900 3636 2,5002,500 

3326333263 12461246 Egg(baea) 05/13/03 Egg(baea) 05/13103 4646 9393 2020 460460 3737 410410 5858 8.68.6 2,8002,800 5959 3,7003,700 

3326433264 12481248 Egg(baea)Egg(baea) 05/2210305/22103 3939 8484 1818 390390 2828 370370 5656 804 8.4 2,1002,100 5252 2,9002,900 

3326533265 12521252 Egg(baea) 06/03/03 Egg(baea) 08103103 3.53.5 2121 4.04.0 4242 4.04.0 4646 4.04.0 0.750.75 330330 7.97.9 190190 
33266-133266-1 12501250 Egg(baea) 05/27103 Egg(baea) 05/27/03 4.04.0 2121 2.32.3 2525 3.33.3 3939 1111 4.14.1 7373 4.34.3 100100 

33266-233266-2 12501250 Egg(baea) 05/27103 Egg(baea) 05127/03 4.04.0 1717 204 2.4 2424 3.33.3 3838 1111 4.04.0 7575 4.34.3 110110 
33266-333266-3 12501250 Egg(baea) 05/27103 Egg(baea) 05127/03 3.93.9 1818 2.12.1 2323 2.52.5 3737 1111 3.33.3 7171 4.14.1 100100 

3326733267 12511251 Egg(baea) 05/30103 Egg(baea) 05130/03 1.31.3 1818 2.82.8 2020 1.81.8 1111 1.41.4 0.340.34 4040 << 1.61.6 4242 

3326833268 1256a1256a Egg(baea) 06/12103 Egg(baea) 08112103 0.280.28 3.63.6 0.520.52 1.81.8 0.140.14 1.71.7 0043 0.43 0.020.02 3.03.0 << 1.61.6 4.84.8 
3326933269 1256b1256b Egg(baea) 06/12103 Egg(baea) 08112103 0047 0.47 5.15.1 0.770.77 2.02.0 0.430.43 0.360.36 0.280.28 0.050.05 3.83.8 << 1.61.6 4.74.7 

3327033270 1256-c1256-c Egg(baea) 06/12103 Egg(baea) 08112103 0041 0.41 304 3.4 0.280.28 1.41.4 0.270.27 0.590.59 0.130.13 0.040.04 2.52.5 << 1.61.6 4.04.0 
3327133271 1257-a1257-a Egg(baea) 06/06/03 Egg(baea) 06106103 0043 0.43 1111 0.630.63 1010 0045 0.45 1.61.6 DAD 0.40 0.180.18 3030 << 1.61.6 4141 
3327233272 1257-b 1257-b Egg(baea) 06/06/03 Egg(baea) 08108103 0.240.24 9.09.0 0.840.84 1313 0.360.36 1.61.6 0.610.61 0.030.03 3838 << 1.61.6 5050 

33273-133273-1 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 3030 7070 1212 380380 2121 390390 5353 9.89.8 2,3002,300 3939 2,9002,900 
33273-233273-2 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 2727 7070 1111 380380 1818 400400 4545 7.67.6 2,3002,300 3838 3,0003,000 
33273-333273-3 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 3131 100100 1515 410410 2020 430430 6464 1111 2,4002,400 4242 3,1003,100 

3327433274 13091309 Egg(baea) 05/25/04 Egg(baea) 05125104 2020 4747 1010 220220 1414 180180 4343 8.78.7 1,0001,000 2424 1,6001,600 
3327533275 1310·a 1310-a Egg(baea) 05/27104 Egg(baea) 05127/04 4444 120120 2525 600600 3030 630630 7171 8.88.8 3,6003,600 6565 4,6004,600 
3327633276 1313-b1313-b Egg(baea) 05/04/04 Egg(baea) 05104104 3.33.3 2525 304 3.4 2525 2.52.5 34.634.6 1010 2.62.6 7373 3.63.6 120120 
3327733277 13111311 Egg(baea) 05/27104 Egg(baea) 05/27/04 5858 6969 2020 410410 2727 620620 120120 1414 1,9001,900 64 84 3,0003,000 

33278-133278-1 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 SA 5.4 2323 4.04.0 2929 2.22.2 4141 9.59.5 2.62.6 <0.26<0.26 4.74.7 120120 
33278-233278-2 1313·a 1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 7.27.2 3232 6.66.6 3838 3.23.2 5555 1313 3.23.2 <0.26<0.26 6.16.1 150150 
33278-333278-3 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104/04 7.07.0 2929 4.64.6 3737 304 3.4 5757 1313 3.33.3 <0.26<0.26 6.26.2 160160 

3327933279 13151315 Egg(baea) 06/03/04 Egg(baea) 08103104 1.31.3 < 0.03 <0.03 4.24.2 1.71.7 1.31.3 1313 1111 1.11.1 <0.26<0.26 << 1.61.6 9.59.5 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 1616 4343 7047.4 9090 1212 250250 2727 9.89.8 120120 3636 300300 
PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 1414 4343 7.67.6 9292 9.69.6 260260 3030 1111 120120 3737 310310 

PB-021605PB-Il21605 • • ProcedureProcedure BlankBlank 0.100.10 0.000.00 0.000.00 0.070.07 0.000.00 0.050.05 0.000.00 0.000.00 0.090.09 0.000.00 0.100.10 
PB-022205PB-022205 • • ProcedureProcedure BlankBlank 0.090.09 0.000.00 0.000.00 0.010.01 0.000.00 0.060.06 0.000.00 0.01 0.Q1 0.160.16 0.000.00 0.220.22 
PB-022805PB-022805 • • ProcedureProcedure BlankBlank 0.060.06 0.030.03 0.000.00 0.000.00 0.000.00 0.080.08 0.000.00 0.000.00 0.000.00 0.000.00 0.080.08 

MB-021605 MB-Il21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 1.61.6 0.030.03 0.000.00 0.000.00 0.000.00 0.030.03 0.000.00 0.000.00 0.040.04 0.000.00 0.080.08 
MB-022205 MB-Il22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 1.11.1 0.000.00 0.000.00 0.010.01 0.000.00 0.070.07 0.000.00 0.000.00 0.060.06 0.000.00 0.130.13 
MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.080.08 0.090.09 0.000.00 0.050.05 0.000.00 0.090.09 0.000.00 0.000.00 0.000.00 0.000.00 0.130.13 

MS-021605-PCB M8-021605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 5555 100100 7474 140140 2121 560560 130130 5555 9393 130130 360360 
PercentPercent RecoveryRecovery 116116 8686 9393 8383 6262 8888 9191 9494 7777 7979 7575 

MS-022205-PCB MS-Il22205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 2020 100100 7373 130130 2121 540540 130130 5454 9191 130130 360360 
PercentPercent RecoveryRecovery 5353 8686 9292 7777 6969 8484 8888 9191 7979 7474 7373 

MS-022805-PCB M8-022805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 1919 4949 3535 6767 1010 290290 6161 2626 <0.26<0.26 6868 170170 
PercentPercent RecoveryRecovery 8888 7979 8383 7575 7272 82 B2 8080 8383 oo 7676 6565 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.130.13 0.030.03 0.010.01 0.110.11 0.030.03 0.160.16 0.040.04 0.020.02 0.260.26 1.61.6 0.330.33 
HistoricalHistorical Method Quantitation Method Quantltation LimitLimit 0.390.39 0.080.08 0.030.03 0.290.29 0.090.09 0041 0.41 0.110.11 0.050.05 0.750.75 4.94.9 0.930.93 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC with ECO.with ECD. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 1:1: PCBPCB CongenersCongeners (nglg)(nglg) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 051051 052052 053053 054054 055055 056,060056,060 057057 058058 063063 064064 066066 

1010 1010 

3326233262 12421242 Egg(baea)Egg(baea) 05/0210305/02103 2727 1,3001,300 4545 0.850.85 0.430.43 300300 5.85.8 4.54.5 250250 830830 1,3001,300 

3326333263 12461246 Egg(baea)Egg(baea) 05/13/0305/13/03 3636 2,1002,100 6060 1.21.2 1.71.7 490490 3.13.1 8.28.2 390390 1,3001,300 2,1002,100 

3326433264 12481248 Egg(baea)Egg(baea) 0512210305122103 3434 1,5001,500 5555 1.51.5 0.870.87 390390 5.35.3 5.65.6 300300 980980 1,6001,600 

3326533265 12521252 Egg(baea)Egg(baea) 06103/0306103/03 3.13.1 8282 2.42.4 0.320.32 0.130.13 110110 0.920.92 2.12.1 5151 140140 560560 

33266·133266·1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 4.64.6 7171 8.18.1 0.310.31 0.160.16 1919 0.60.6 2.32.3 2424 3939 6868 

33266-233266-2 12501250 Egg(baea)Egg(baea) 05127/0305127/03 5.25.2 7272 8.18.1 0.230.23 0.170.17 2020 1.01.0 1.81.8 2222 3939 6868 

33266-333266-3 12501250 Egg(baea)Egg(baea) 05127/0305127/03 4.44.4 6868 7.67.6 0.160.16 0.160.16 1818 1.01.0 1.61.6 2121 3636 6868 

3326733267 12511251 Egg(baea)Egg(baea) 0513010305130103 1.11.1 2626 0.480.48 0.090.09 0.090.09 1313 0.970.97 0.40.4 2929 2323 7272 

3326833268 1256a1256a Egg(baea)Egg(baea) 0611210306112103 <0.01<0.01 1.11.1 2.12.1 <0.03<0.03 0.020.02 1.41.4 0.240.24 0.460.46 5.15.1 2.52.5 9.69.6 

3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 <0.01<0.01 1.31.3 0.750.75 0.120.12 0.020.02 1.31.3 0.740.74 3.63.6 6.86.8 3.33.3 1111 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 0.010.01 0.990.99 <0.05<0.05 <0.03<0.03 0.020.02 0.850.85 <0.04<0.04 <0.02<0.02 3.93.9 1.81.8 7.37.3 

3327133271 1257·a1257·a Egg(baea)Egg(baea) 0610610306106103 0.300.30 6.76.7 <0.05<0.05 <0.03<0.03 0.840.84 1010 <0.04<0.04 0.240.24 5.65.6 1515 3636 

3327233272 12571257-b-b Egg(baea)Egg(baea) 0610610306106103 0.350.35 7.77.7 <0.05<0.05 0.050.05 0.100.10 1313 0.390.39 <0.02<0.02 2323 2020 4747 

33273·133273·1 13081308 Egg(baea)Egg(baea) 0512510405125104 3030 1,4001,400 4545 0.830.83 0.400.40 370370 5.75.7 6.66.6 320320 950950 1,6001,600 

33273·233273·2 13081308 Egg(baea)Egg(baea) 0512510405125104 2828 1,4001,400 4040 1.01.0 0.370.37 380380 3.03.0 4.14.1 310310 960960 1,6001,600 

33273-333273-3 13081308 Egg(baea)Egg(baea) 0512510405125104 3232 1,4001,400 4949 1.51.5 0.410.41 380380 2.92.9 4.64.6 340340 1,0001,000 1,7001,700 

3327433274 13091309 Egg(baea)Egg(baea) 0512510405125104 1919 900900 2626 0.500.50 0.530.53 190190 2.72.7 5.85.8 130130 470470 660660 

3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 3535 2,2002,200 4646 0.980.98 0.610.61 690690 2.62.6 9.19.1 530530 1,7001,700 2,9002,900 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 0510410405104104 3.63.6 8484 4.34.3 0.190.19 0.210.21 2525 0.890.89 1.31.3 1919 4141 7676 

3327733277 13111311 Egg(baea)Egg(baea) 05127/0405127/04 4040 1,8001,800 7676 0.160.16 0.480.48 370370 5.95.9 6.76.7 240240 970970 1,4001,400 

33278·133278·1 1313-a1313-a Egg(baea)Egg(baea) 05104/0405104/04 4.44.4 8686 1010 0.340.34 0.140.14 2828 1.31.3 0.950.95 1818 4949 7272 

33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 5.65.6 110110 1313 0.410.41 0.180.18 3838 1.61.6 1.31.3 2424 6464 9797 

33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 6.16.1 110110 1313 0.50.5 0.180.18 3838 1.81.8 1.31.3 2222 6161 9696 

3327933279 13151315 Egg(baea)Egg(baea) 06103/0406103/04 2.42.4 5.55.5 0.120.12 <0.03<0.03 6.76.7 2.12.1 0.070.07 0.240.24 6.16.1 6.46.4 1515 

PC-Il21605PC-Il21605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 8.78.7 320320 3636 0.390.39 1.21.2 9898 3.43.4 2.82.8 2323 130130 270270 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 8.98.9 340340 3838 <0.03<0.03 1.11.1 100100 3.33.3 2.92.9 2323 130130 500500 

PB·021605·PB·021605· ProcedureProcedure BlankBlank 0.000.00 0.130.13 0.000.00 0.000.00 0.000.00 0.020.02 0.000.00 0.000.00 0.000.00 0.030.03 0.070.07 

PB-Il22205·PB-Il22205· ProcedureProcedure BlankBlank 0.000.00 0.160.16 0.000.00 0.000.00 0.000.00 0.250.25 0.000.00 0.000.00 0.010.01 0.080.08 0.110.11 

PB-Il22805·PB-Il22805· ProcedureProcedure BlankBlank 0.000.00 0.150.15 0.000.00 0.000.00 0.000.00 0.340.34 0.000.00 0.000.00 0.000.00 0.030.03 0.050.05 

MB·021605MB·021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.090.09 0.000.00 0.000.00 0.000.00 0.170.17 0.000.00 0.000.00 0.000.00 0.030.03 0.060.06 
MB·022205MB·022205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.120.12 0.000.00 0.000.00 0.000.00 0.120.12 0.000.00 0.000.00 0.010.01 0.040.04 0.080.08 

MB·022805MB·022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.040.04 0.140.14 0.000.00 0.000.00 0.000.00 0.350.35 0.000.00 0.000.00 0.010.01 0.040.04 0.050.05 

MS·021605·PCBMS·021605·PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 2222 650650 110110 1.11.1 6.26.2 300300 2.82.8 1.11.1 1616 240240 340340 
PercentPercent RecoveryRecovery 7676 7474 B2B2 8484 8383 8181 7171 8686 8686 8181 7676 

MS-Il22205-PCBMS-Il22205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 2121 640640 110110 1.11.1 5.95.9 280280 2.62.6 1.21.2 1515 220220 320320 

PercentPercent RecoveryRecovery 7272 7373 8080 241241 7979 7777 7171 8787 8181 7777 7373 
MS·022805·PCBMS·022805·PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 1111 310310 5858 0.610.61 3.03.0 150150 1.11.1 0.580.58 6.96.9 110110 150150 

PercentPercent RecoveryRecovery 7070 6666 7979 305305 7474 7474 6060 7373 6868 7474 6565 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.010.01 0.350.35 0.050.05 0.030.03 0.000.00 0.480.48 0.040.04 0.020.02 0.030.03 0.120.12 0.370.37 

Hlstorlcal Historical Method Quantitatlon Method Quantitation LimitLimit 0.030.03 0.920.92 0.140.14 0.090.09 0.010.01 1.41.4 0.130.13 0.050.05 0.090.09 0.340.34 1.11.1 
NoteNote valuesvalues areare roundedrounded toto 2 slgnlncant 2 significant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GC withGC wHh ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

10 
SampleSample 

ID 10 
FieldField 

ID 
067067 069069 070070 071071 072072 074074 07507S 082082 083083 084084 085085 

33265 

33266-1 

33266-2 

33273-1 

33273-2 

33275 

33278-2 

3326233262 

3326333263 

3326433264 

3326S 

33266·1 

33266·2 

33266-333266-3 

3326733267 

3326833268 

3326933269 

3327033270 

3327133271 

3327233272 

33273·1 

33273·2 

33273-333273-3 

3327433274 

3327S 

3327633276 

3327733277 

33278-133278-1 

33278·2 

33278-333278-3 

3327933279 

05/02/03 

05/13/03 

05/22103 

06/03/03 

05/27/03 

05/27/03 

05/27/03 

05/30/03 

06/12103 

06/12103 

1256-c 06112/03 

1257-a 06/06/03 

1257-b 06/06/03 

05/25/04 

05/25/04 

05/25/04 

05/25/04 

1310-a 05/27/04 

1313-b 05/04/04 

05/27/04 

05/04/04 

1313-a 05/04/04 

1313-a 05/04/04 

06/03/04 

12421242 Egg(baea)Egg(baea) 05102103 

12461246 Egg(baea)Egg(baea) 05113103 

12481248 Egg(baea)Egg(baea) 05122103 

12521252 Egg(baea)Egg(baea) 06103103 

12501250 Egg(baea)Egg(baea) 05127/03 

12501250 Egg(baea)Egg(baea) 05127/03 

12501250 Egg(baea)Egg(baea) 05127/03 

12511251 Egg(baea)Egg(baea) 05130/03 

1256a1256a Egg(baea)Egg(baea) 06112103 

1256b1256b Egg(baea)Egg(baea) 06112103 

1256·c Egg(baea)Egg(baea) 06112103 

1257·a Egg(baea)Egg(baea) 06106103 

1257·b Egg(baea)Egg(baea) 06106103 

13081308 Egg(baea)Egg(baea) 05125104 

13081308 Egg(baea)Egg(baea) 05125104 

13081308 Egg(baea)Egg(baea) 05125104 

13091309 Egg(baea)Egg(baea) 05125104 

1310·a Egg(baea)Egg(baea) 05127/04 

1313·b Egg(baea)Egg(baea) 05104104 

13111311 Egg(baea)Egg(baea) 05127/04 

1313-a1313-a Egg(baea)Egg(baea) 05104104 

1313·a Egg(baea)Egg(baea) 05104104 

1313·a Egg(baea)Egg(baea) 05104104 

13151315 Egg(baea)Egg(baea) 06103104 

3.83.8 

3.43.4 

4.34.3 

1.51.5 

1.21.2 

1.11.1 

1.21.2 

2.92.9 

0.40.4 

1.11.1 

0.310.31 

0.240.24 

1.01.0 

3.43.4 

3.33.3 

3.63.6 

5.35.3 
4.84.8 

1.71.7 

4.14.1 

2.02.0 

3.73.7 
2.52.5 

1.81.8 

1010 

1515 

1414 

2.62.6 

1.01.0 

1.01.0 

1.01.0 

0.60.6 

0.060.06 

0.070.07 

0.050.05 

0.560.56 

0.730.73 

1313 

1313 

1212 

6.66.6 

2121 

0.840.84 

1212 

1.41.4 
2.02.0 

2.32.3 

<0.04<0.04 

240240 

510510 

450450 

100100 

4444 
4545 

4343 

3535 
5.65.6 

7.27.2 

4.34.3 

3131 

3737 

420420 

390390 

420420 

290290 

720720 

6262 

470470 

5858 

7979 

8080 

1717 

210210 

290290 

230230 

1717 

2323 

2222 

2222 

1515 

1.71.7 

2.22.2 

1.41.4 

5.05.0 

6.86.8 

240240 

240240 

250250 

7979 

330330 

1515 

150150 

1717 

2323 

2222 

5.95.9 

5858 

8888 

8989 

1111 

7.47.4 

7.47.4 

7.07.0 

4.94.9 

0.520.52 

1.31.3 

1.11.1 

3.23.2 

5.45.4 

7373 

7272 

7272 

4545 

170170 

6.46.4 
7979 

5.65.6 
7.37.3 

7.37.3 

1.91.9 

1.000 

1.300 

2.300 

1,000 

1,6001,600 

1,300 

390390 

4848 

4848 

4747 

5252 

7.97.9 

9.39.3 

5.85.8 

2424 

3131 

1,3001,300 

1,3001,300 

1,4001,400 

520520 

2,300 

4747 

1,0001,000 

4646 
6161 

6060 

9.59.5 

9595 

260260 

100100 

1717 

5.85.8 

7.37.3 

6.26.2 

3.83.8 

0.350.35 

0.530.53 

0.190.19 

1.41.4 

1.91.9 

7373 

6767 

5656 

2929 

150150 

3.43.4 

6262 

4.34.3 

6.26.2 

5.35.3 
1.41.4 

5050 

120120 

7070 

8585 

2828 

3636 

2828 

9.09.0 

3.53.5 

1.81.8 

3.03.0 

2121 

2121 

130130 

110110 

150150 

7373 

170170 

2121 

160160 

2121 

3333 

3030 

1717 

4141 

5555 

4747 

1313 

3.93.9 

3.83.8 

3.93.9 

4.14.1 

0.50.5 

0.620.62 

2.72.7 

2.02.0 

3.13.1 

5050 
4949 

5454 

1818 

7474 

3.73.7 

3131 

2.72.7 

3.63.6 

3.63.6 
0.330.33 

4646 

6363 

5353 

1212 

7.57.5 

8.28.2 

7.07.0 

4.54.5 

2020 

0.290.29 

0.700.70 

4848 

6262 

210210 

200200 

260260 

130130 

260260 

8787 

310310 

6767 
9797 

9696 

0.30.3 

< 0.24 

630630 

870870 

680680 

350350 

5858 

5656 

5555 

9090 

1616 

1818 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24 

<0.24<0.24 

<0.24<0.24 

4141 

5555 

5555 

1717 

PC-021605 

PC-022205 

PC-D2160S 

PC-D2220S 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

2.12.1 

2.22.2 

0.980.98 

1.11.1 

110110 

120120 

7676 

7777 

6.66.6 

7.27.2 

150150 

150150 

1414 

8.68.6 

6565 

6868 

8.28.2 

8.58.5 

3535 

9898 

9494 

<0.24<0.24 

PB-021605 • 

PB-022205 • 

PB-022805 • 

PB·02160S * 

PB-D2220S * 

PB-D2280S* 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

0.110.11 

0.090.09 

0.050.05 

0.010.01 

0.000.00 

0.000.00 

0.120.12 

0.090.09 

0.160.16 

0.080.08 

0.100.10 

0.090.09 

0.000.00 

0.000.00 

0.010.01 

0.040.04 

0.100.10 

0.040.04 

0.010.01 

0.000.00 

0.000.00 

0.040.04 

0.020.02 

0.060.06 

0.010.01 

0.000.00 

0.000.00 

0.050.05 

0.060.06 

0.140.14 

0.050.05 

0.000.00 

0.050.05 

MB-021605 

MB-022205 

MB-022805 

MB·02160S 

MB·02220S 

MB·02280S 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank CalfCalf SerumSerum 

0.110.11 

0.020.02 

0.110.11 

0.020.02 

0.010.01 

0.000.00 

0.090.09 

0.130.13 

0.160.16 

0.070.07 

0.080.08 

0.100.10 

0.000.00 

0.000.00 

0.000.00 

0.040.04 

0.070.07 

0.040.04 

0.000.00 

0.000.00 

0.010.01 

0.000.00 

0.030.03 

0.050.05 

0.000.00 

0.010.01 

0.000.00 

0.030.03 

0.120.12 

0.150.15 

0.060.06 

0.000.00 

0.050.05 

MS-021605-PCB correc1ed 

MS-022205-PCB 

MS-022805-PCB 

M8-021605-PCB backgroundbackground corrected 

PercentPercent RecoveryRecovery 

MS-D22205-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MS-D2280S·PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

Calf 

MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 

MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 

MATRIXMATRIX Spike-PCBSpike-PCB Caff SerumSerum 

1111 

7575 

1111 

7777 

4.54.5 

5858 

0.780.78 

122122 

0.460.46 

6262 

0.310.31 

6161 

570570 

7878 

560560 

7777 

270270 

6868 

140140 

8686 

130130 

8080 

6666 

7878 

1.91.9 

8585 
1.71.7 

7676 

0.780.78 

5959 

200200 

7878 

190190 

7474 

9090 

6666 

9.99.9 

7676 

4.94.9 

5656 

2.42.4 

7676 

8989 

9494 
8686 

9191 

4545 

8787 

9.09.0 

8686 

8.48.4 

7878 

4.24.2 

7474 

230230 

9797 
220220 

9393 

110110 

8787 

8989 

7272 

0.000.00 

oo 
4141 

3030 

Quantitalion 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod Quantitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.130.13 

0.390.39 

0.040.04 

0.100.10 

0.370.37 

1.01.0 

0.170.17 

0.480.48 

0.010.01 

0.040.04 

0.280.28 

0.800.80 

0.020.02 

0.060.06 

0.070.07 

0.160.16 

0.010.01 

0.040.04 

0.150.15 

0.350.35 

0.240.24 

0.700.70 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECO.ECO. 

nlanla (not(not applicable)applicable) 

*PB*PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

10 
SampleSample 

ID 
FieldField 

1010 
086086 087087 090090 091091 092092 095095 096096 097097 099099 101101 102102 

3326233262 

3326333263 

3326433264 

3326533265 

33266-133266-1 

33266-233266-2 

33266-333266-3 

3326733267 

3326833268 

3326933269 

3327033270 

3327133271 

3327233272 

33273-133273-1 

33273-233273-2 

33273-333273-3 

3327433274 

3327533275 

3327633276 

3327733277 

33278-133278-1 

33278-233278-2 

33278-333278-3 

3327933279 

05/02103 

05/13/03 

05/22103 

06/03/03 

05/27103 

05/27103 

05/27103 

05/30103 

06/12/03 

06/12103 

1257-a 06/06/03 

06/06/03 

05/25/04 

05/25/04 

05/25/04 

05/25/04 

05/27104 

1313·b 05/04/04 

05/27/04 

05/04/04 

05/04/04 

1313·a 05/04/04 

06/03/04 

12421242 Egg(baea)Egg(baea) 05102103 

12461246 Egg(baea)Egg(baea) 05113103 

12481248 Egg(baea)Egg(baea) 05122103 

12521252 Egg(baea)Egg(baea) 06103103 

12501250 Egg(baea)Egg(baea) 05127/03 

12501250 Egg(baea)Egg(baea) 05127/03 

12501250 Egg(baea)Egg(baea) 05127/03 

12511251 Egg(baea)Egg(baea) 05130103 

1256a1256a Egg(baea)Egg(baea) 06112103 

1256b1256b Egg(baea)Egg(baea) 06112103 

1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 

1257-a Egg(baea)Egg(baea) 06106103 

1257-b1257-b Egg(baea)Egg(baea) 06106103 

13081308 Egg(baea)Egg(baea) 05/25104 

13081308 Egg(baea)Egg(baea) 05125104 

13081308 Egg(baea)Egg(baea) 05125104 

13091309 Egg(baea)Egg(baea) 05125104 

1310-a1310-a Egg(baea)Egg(baea) 05127/04 

1313-b Egg(baea)Egg(baea) 05104104 

13111311 Egg(baea)Egg(baea) 05127/04 

1313-a1313-a Egg(baea)Egg(baea) 05104104 

1313-a1313-a Egg(baea)Egg(baea) 05104104 

1313-a Egg(baea)Egg(baea) 05104104 

13151315 Egg(baea)Egg(baea) 06103104 

7.57.5 

1010 

1111 

5.15.1 

0.840.84 

0.560.56 

1.01.0 

1.51.5 

<0.01<0.01 

<0.01<0.01 

<0.01<0.01 

0.550.55 

0.580.58 

8.78.7 

8.38.3 

8.98.9 

6.96.9 

9.99.9 

2.32.3 

1212 

2.32.3 

2.72.7 

4.24.2 

1.71.7 

610610 

910910 

750750 

370370 

6363 

6363 

6262 

6060 

1212 

1313 

8.98.9 
4646 

5858 

790790 

780780 

860860 

380380 

1,2001,200 

5555 

730730 

5555 

7272 

7373 

2727 

600600 

760760 

600600 

190190 

110110 

100100 

100100 

180180 

3636 

4242 

6.86.8 

1818 

2222 

650650 

650650 

710710 

240240 
940940 

2323 

450450 

2222 
2929 

2929 

4.24.2 

490490 

690690 

530530 

7878 

4242 

4444 

4040 

2626 

6.16.1 

7.57.5 

5.35.3 

2525 

3737 

630630 

630630 

660660 

350350 

880880 

4646 

620620 

3939 

5454 

5353 

4.64.6 

1.100 

910910 

1,2001,200 

950950 

190190 

5757 

5757 

5656 

6464 

9.19.1 

1010 

7.57.5 

4242 

4747 

1,1001,100 

1,100 

1,2001,200 

530530 

1,7001,700 

5757 

940940 

5151 

6868 

6969 

1515 

720720 

920920 

820820 

140140 

6666 

6868 

6464 

5656 

8.08.0 

9.69.6 

6.46.4 

3939 

4747 

760760 

780780 

840840 

580580 

1,1001,100 

7171 

980980 

7575 

9898 

100100 

1616 

< 0.10 

< 0.10 

4.64.6 

3.13.1 

3636 

0.430.43 

0.710.71 

0.630.63 

0.550.55 

<0.10 

0.310.31 

0.510.51 

<0.10 

0.140.14 

<0.10<0.10 

4.74.7 

2.62.6 

3.33.3 

1.81.8 

3.53.5 

0.470.47 

7.57.5 

0.480.48 

0.640.64 

0.640.64 

6.46.4 

550550 

790790 

660660 

180180 

3838 

3939 

3838 

4343 
4.34.3 

4.84.8 

3.63.6 

2323 

2828 

660660 

680680 

690690 

340340 
1,1001,100 

4545 

660660 

4343 

5858 

5858 

1313 

2,3002,300 

3,0003,000 

2,4002,400 

960960 

270270 

270270 

250250 

320320 

5252 

5959 

3939 

180180 

240240 

3,0003,000 

3,0003,000 

3,3003,300 

1,2001,200 

4,3004,300 

170170 

2,2002,200 

220220 

310310 

300300 

6060 

2,1002,100 

3,0003,000 

2,4002,400 

950950 

280280 

270270 

250250 

280280 

2525 

2828 

2020 

210210 

270270 

2,6002,600 

2,6002,600 

2,8002,800 

1,3001,300 

4,1004,100 

160160 

2,3002,300 

250250 

330330 

330330 

7777 < 0.05 

2424 

3333 

2525 

9.79.7 

8.18.1 

9.89.8 

7.97.9 

6.66.6 

3.03.0 

4.54.5 

0.110.11 

9.59.5 

<0.05<0.05 

3232 

3131 

4141 

1111 

1313 

8.98.9 

4444 
0.570.57 

0.760.76 

0.680.68 

<0.05 

PC-021605PC-021605 

PC-022205PC-022205 

PostivePoslive ControlControl SagninawSagninaw BayBay carpcarp 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

5.35.3 

5.55.5 

130130 

240240 

3030 

1919 

5454 

5858 

6969 

7272 

150150 

150150 

3.03.0 

2.82.8 

140140 

150150 

240240 
440440 

330330 

670670 

9.09.0 

9.89.8 

PB-021605 • 

PB-022205 • 

PB-D21605· 

PB-022205· 

PB-022805PB-022805 •• 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

0.000.00 

0.000.00 

0.000.00 

0.190.19 

0.110.11 

0.230.23 

0.150.15 

0.080.08 

0.090.09 

0.000.00 

0.030.03 

0.030.03 

0.000.00 

0.060.06 

0.070.07 

0.300.30 

0.160.16 

0.360.36 

0.000.00 

0.000.00 

0.000.00 

0.140.14 

0.090.09 

0.150.15 

0.230.23 

0.220.22 

0.170.17 

0.510.51 

0.350.35 

0.520.52 

0.030.03 

0.040.04 

0.020.02 

MB-022205 

MB-022805 

MB-021605MB-021605 

MB-D22205 

MB-D22805 Calf 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank Call SerumSerum 

0.000.00 

0.000.00 

0.000.00 

0.160.16 

0.170.17 

0.220.22 

0.310.31 

0.140.14 

0.080.08 

0.020.02 

0.030.03 

0.050.05 

0.050.05 

0.060.06 

0.080.08 

0.280.28 

0.250.25 

0.330.33 

0.000.00 

0.000.00 

0.020.02 

0.100.10 

0.120.12 

0.150.15 

0.180.18 

0.180.18 

0.160.16 

0.380.38 

0.370.37 

0.510.51 

0.050.05 

0.050.05 

0.040.04 

MS-021605-PCB 

MS-022205-PCB 

MS-022805-PCB 

MS-D21605-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

M5-022205-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

M5-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRiX 

Calf 

MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 

MATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 

MATRIXMATRIX Spike-PCBSpike-PCB Call SerumSerum 

4.54.5 

8181 

4.44.4 

7979 
1.91.9 

7171 

260260 

8282 

250250 

7979 
120120 

7272 

84 

1414 

9898 

1212 

B4 
5.15.1 

6464 

83 

8484 

7979 

63 
7878 

3939 

6868 

120120 

8080 

120120 

7979 
5454 

6969 

580580 

8181 

560560 

7878 

280280 

7373 

6.96.9 

8989 

6.66.6 
8181 

3.53.5 

8282 

200200 

8282 

200200 

8181 

9797 

7171 

210210 

8383 

200200 

7979 
9696 

7070 

580580 

8383 

560560 

7979 

260260 

7171 

1515 

8080 

1616 

8282 
6.86.8 

7070 

Quantitation 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod Quanlitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.010.01 

0.020.02 

0.310.31 

0.780.78 

0.180.18 

0.540.54 

0.070.07 

0.170.17 

0.140.14 

0.360.36 

0.440.44 

1.11.1 

0.100.10 

0.310.31 

0.260.26 

0.660.66 

0.360.36 

0.930.93 

0.720.72 

1.81.8 

0.050.05 

0.140.14 

ECD.PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD_ 

nlanla (not(not applicable)applicable) 

'PB sel·PB basedbased onon averageaverage samplesample massmass withinwithin aa set 
77 

26



TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 105105 109109 110110 112112 113113 114114 115115 117117 118118 119119 122122 

1010 1010 

3326233262 12421242 Egg(baea)Egg(baea) 0510210305102103 860860 390390 1,5001,500 3030 4242 8282 5555 630630 3,3003,300 350350 0.770.77 

3326333263 12461246 Egg(baea)Egg(baea) 0511310305113103 1.2001.200 530530 2,2002,200 3838 6464 140140 9B9B B30B30 4,4004,400 450450 1.31.3 

3326433264 12481248 Egg(baea)Egg(baea) 0512210305122103 860860 420420 1,6001,600 3535 4343 110110 7777 610610 3,4003,400 340340 1.31.3 

3326533265 12521252 Egg(baea)Egg(baea) 0610310306103103 630630 180180 570570 1313 6.26.2 6262 3636 130130 2,0002,000 8181 0.370.37 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 120120 5555 8585 8.48.4 2.B2.B 1212 6.26.2 4444 570570 3939 0.220.22 

33266-233266-2 12501250 Egg(baea)Egg(baea) 05127/0305127/03 110110 5353 B4B4 8.78.7 2.92.9 1212 6.26.2 4444 530530 3B3B 0.210.21 

33266-333266-3 12501250 Egg(baea)Egg(baea) 05127/0305127/03 110110 5252 BlBl 7.27.2 3.13.1 1212 6.16.1 4343 510510 3939 0.260.26 

3326733267 12511251 Egg(baea)Egg(baea) 0513010305130103 200200 8383 100100 9.19.1 3.43.4 2121 7.27.2 6666 800800 6060 0.050.05 

3326833268 1256a1256a Egg(baea)Egg(baea) 0611210306112103 4545 1616 1515 0.670.67 5.85.8 4.54.5 2.12.1 9.79.7 130130 8.48.4 0.070.07 

3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 5252 2222 9.59.5 1.81.8 <0.04<0.04 5.35.3 2.52.5 1111 150150 9.79.7 0.040.04 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 3333 1313 9.79.7 1.11.1 4.34.3 3.63.6 1.61.6 7.57.5 110110 6.36.3 0.070.07 

3327133271 12571257-a-a Egg(baea)Egg(baea) 0610610306106103 6262 3636 5151 7.77.7 3030 7.17.1 4.24.2 2020 350350 1919 0.160.16 

3327233272 12571257-b-b Egg(baea)Egg(baea) 0610610306106103 9999 4545 6060 8.78.7 3B3B 9.59.5 5.25.2 2525 490490 2626 0.200.20 

33273-133273-1 13081308 Egg(baea)Egg(baea) 0512510405125104 1.1001.100 520520 l,BOOl,BOO 3535 9595 140140 8989 820820 4,3004,300 430430 1.11.1 
33273-233273-2 13081308 Egg(baea)Egg(baea) 0512510405125104 1.1001.100 540540 1,8001,800 3434 9191 140140 9090 820820 4,4004,400 430430 1.11.1 
33273-333273-3 13081308 Egg(baea)Egg(baea) 0512510405125104 1,2001,200 540540 1,9001,900 3232 110110 150150 9797 820820 4,5004,500 470470 1.01.0 

3327433274 13091309 Egg(baea)Egg(baea) 0512510405125104 370370 210210 940940 2525 6767 3636 2626 270270 1,4001,400 160160 1.71.7 

3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 1,7001,700 770770 2,7002,700 3B3B 140140 220220 150150 1,2001,200 6,2006,200 640640 1.31.3 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 0510410405104104 6B6B 3636 120120 9.59.5 5656 9.29.2 5.15.1 2525 290290 2424 0.400.40 

3327733277 13111311 Egg(baea)Egg(baea) 05127/0405127/04 790790 370370 1,9001,900 3838 130130 B3B3 5454 530530 2,9002,900 300300 1.71.7 
33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 05104/0405104/04 8585 3333 160160 I.BI.B 2.02.0 9.B9.B 4.84.8 2626 3BO3BO 2222 0.370.37 

33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 110110 4444 220220 2.32.3 2.62.6 1313 6.36.3 3333 520520 3030 0.530.53 

33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 05104/0405104/04 110110 4545 210210 2.32.3 3.03.0 1313 6.46.4 3232 510510 2727 0.520.52 

3327933279 13151315 Egg(baea)Egg(baea) 0610310406103104 3939 2121 5959 0.210.21 1.41.4 5.45.4 2.32.3 6.76.7 290290 9.79.7 0.10.1 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 100100 6363 260260 B.2B.2 2.92.9 1414 1212 3131 310310 2020 2.42.4 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 120120 4646 490490 9.19.1 3131 1414 1414 3B3B 570570 2020 2.32.3 

PB-Q21605·PB-Q21605· ProcedureProcedure BlankBlank 0.110.11 0.000.00 0.410.41 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.310.31 0.000.00 0.000.00 

PB-Q22205·PB-Q22205· ProcedureProcedure BlankBlank 0.070.07 0.010.01 0.270.27 0.000.00 0.000.00 0.000.00 0.000.00 0.030.03 0.290.29 0.000.00 0.000.00 

PB-Q22805·PB-Q22805· ProcedureProcedure BlankBlank 0.160.16 0.020.02 0.490.49 0.000.00 0.010.01 0.020.02 0.000.00 0.020.02 0.390.39 0.000.00 0.000.00 

MB-Q21605MB-Q21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.140.14 0.030.03 0.380.38 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.350.35 0.010.01 0.000.00 

MB-Q22205MB-Q22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.140.14 0.030.03 0.400.40 0.000.00 0.000.00 0.000.00 0.000.00 0.020.02 0.440.44 0.000.00 0.000.00 

MB-Q22805MB-Q22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.130.13 0.030.03 0.470.47 0.000.00 0.010.01 0.030.03 0.000.00 0.000.00 0.360.36 0.000.00 0.000.00 

MS-Q2160S-PCBMS-Q2160S-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 170170 4040 540540 2.12.1 0.610.61 1515 1414 2121 420420 B.OB.O 5.25.2 

PercentPercent RecoveryRecovery 8080 B2B2 8080 8484 9090 8181 8181 7979 8080 B2B2 B2B2 
MS-022205-PCBMS-022205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 170170 3939 530530 2.12.1 2.72.7 1515 1414 2020 410410 8.18.1 5.05.0 

PercentPercent RecoveryRecovery 7777 8080 7878 7272 293293 7777 7777 7777 7878 5555 7777 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CaWCaW SerumSerum BOBO 1818 260260 0.910.91 1.41.4 7.07.0 6.66.6 9.79.7 200200 4.14.1 2.62.6 

PercentPercent RecoveryRecovery 7070 7070 7171 6969 125125 6868 6969 7979 7070 7979 7171 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.660.66 0.050.05 0.610.61 0.060.06 0.040.04 0.040.04 0.020.02 0.050.05 0.760.76 0.020.02 0.030.03 
HistoricalHistorical Method Quantilalion Method Quantltatlon LimitLimit 1.91.9 0.130.13 1.41.4 0.170.17 0.110.11 0.130.13 0.050.05 0.140.14 1.91.9 0.060.06 0.080.08 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
88 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 123123 128128 129129 130130 131131 132132 133133 134134 136136 137137 138138 
1010 1010 

3326233262 12421242 Egg(baea)Egg(baea) 0510210305102103 3838 800800 5656 300300 2121 350350 110110 3535 4242 240240 3,7003,700 

3326333263 12461246 Egg(baea)Egg(baea) 0511310305113103 6666 990990 7575 390390 3737 360360 140140 4141 4444 310310 4,8004,800 

3326433264 12481248 Egg(baea)Egg(baea) 0512210305122103 3838 740740 6969 290290 3030 360360 100100 3939 4242 240240 3,6003,600 

3326533265 12521252 Egg(baea)Egg(baea) 0610310306103103 2121 420420 4242 160160 2020 180180 4545 1818 1212 110110 1,9001,900 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 6.56.5 190190 1414 5050 1616 7878 3131 5.75.7 1010 4040 1,0001,000 

33266-233266-2 12501250 Egg(baea)Egg(baea) 05127/0305127/03 5.75.7 190190 1515 5050 1515 7676 2525 5.85.8 1010 4040 1,0001,000 

33266-333266-3 12501250 Egg(baea)Egg(baea) 05127/0305127/03 5.05.0 170170 1515 4949 1313 7474 3232 6.06.0 9.49.4 4040 940940 

3326733267 12511251 Egg(baea)Egg(baea) 05130/0305130/03 1111 260260 1717 100100 1212 9393 4646 6.26.2 1111 5252 1,5001,500 

3326833268 1256a1256a Egg(baea)Egg(baea) 0611210306112103 1.91.9 5757 4.14.1 2020 6.46.4 9.29.2 6.16.1 1.31.3 5.35.3 1818 360360 

3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 3.23.2 6464 4.64.6 2323 7.07.0 9.79.7 1818 1.41.4 5.35.3 2121 560560 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 1.71.7 4646 3.63.6 1515 2.12.1 7.57.5 1414 1.11.1 1.21.2 1515 270270 

3327133271 1257-a1257-a Egg(baea)Egg(baea) 06106/0306106/03 4.64.6 130130 1212 3939 1313 100100 1818 7.77.7 9.79.7 2626 940940 
3327233272 12571257-b-b Egg(baea)Egg(baea) 0610610306106103 4.74.7 180180 1616 5050 1616 130130 1313 9.39.3 11.411.4 3333 1,3001,300 

33273-133273-1 13081308 Egg(baea)Egg(baea) 0512510405125104 6262 1,1001,100 110110 430430 1515 440440 250250 4040 39.439.4 330330 5,3005,300 

33273-233273-2 13081308 Egg(baea)Egg(baea) 0512510405125104 6464 1,1001,100 110110 420420 1515 430430 270270 4141 39.639.6 330330 5,2005,200 

33273-333273-3 13081308 Egg(baea)Egg(baea) 05125/0405125/04 7171 1,1001,100 110110 470470 1515 540540 280280 3939 39.139.1 330330 5,9005,900 

3327433274 13091309 Egg(baea)Egg(baea) 0512510405125104 2020 350350 3838 140140 1818 280280 5353 3333 38.038.0 110110 1,8001,800 

3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 9191 1,4001,400 170170 570570 6161 610610 310310 4949 45.145.1 450450 7,0007,000 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 05104/0405104/04 5.25.2 8585 1111 2929 1111 4242 1515 9.49.4 13.513.5 2424 470470 

3327733277 13111311 Egg(baea)Egg(baea) 05127/0405127/04 3535 700700 7373 280280 1919 460460 140140 5050 54.554.5 220220 3,4003,400 

33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 3.83.8 110110 1111 2727 1010 4545 7.17.1 8.88.8 2424 2222 620620 

33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 6.26.2 150150 1414 3636 1414 6060 1111 1111 2626 2929 840 640 

33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 5.55.5 150150 1414 3636 1414 5454 1111 1111 2727 3030 820820 

3327933279 13151315 Egg(baea)Egg(baea) 06/0310406/03104 2.22.2 7373 4.94.9 2323 5.65.6 3030 5.95.9 3.03.0 2121 1515 780780 

PC-Il21605PC-Il21605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 6.26.2 4242 1010 1717 4.04.0 3737 6.96.9 1010 1616 1616 190190 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 6.36.3 4444 1111 1818 4.84.8 4444 5.15.1 1111 1919 1414 350350 

PB-Il21605·PB-Il21605· ProcedureProcedure BlankBlank 0.000.00 0.080.08 0.000.00 0.030.03 0.010.01 0.160.16 0.000.00 0.000.00 0.060.06 0.020.02 0.420.42 

PB-Il22205·PB-Il22205· ProcedureProcedure BlankBlank 0.000.00 0.050.05 0.000.00 0.020.02 0.000.00 0.070.07 0.200.20 0.000.00 0.000.00 0.020.02 0.290.29 

PB-Il22805PB-Il22805 •• ProcedureProcedure BlankBlank 0.000.00 0.080.08 0.010.01 0.030.03 0.000.00 0.210.21 0.000.00 0.020.02 0.070.07 0.000.00 0.440.44 

MB-Il21605MB-Il21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.010.01 0.070.07 0.000.00 0.030.03 0.030.03 0.110.11 0.000.00 0.000.00 0.040.04 0.040.04 0.390.39 

MB-Il22205MB-Il22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.010.01 0.080.08 0.020.02 0.040.04 0.000.00 0.160.16 0.000.00 0.010.01 0.040.04 0.030.03 0.440.44 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.010.01 0.050.05 0.010.01 0.000.00 0.000.00 0.120.12 0.000.00 0.030.03 0.060.06 0.020.02 0.340.34 

MS-021605-PCBMS-021605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 5.35.3 100100 3131 3434 1111 220220 8.58.5 4444 130130 2828 510510 

PercentPercent RecoveryRecovery 7777 8383 8080 8383 8282 8383 8787 9494 8282 8686 8383 
MS-Il22205-PCBMS-Il22205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 6.36.3 9898 3131 3333 1111 240240 8.38.3 4343 130130 2626 490490 

PercentPercent RecoveryRecovery 8888 8282 8181 8080 8383 8282 7575 8686 8181 8181 8181 
MS-Il2280S-PCBMS-Il2280S-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 2.42.4 4848 1515 1616 5.15.1 120120 4.24.2 2020 6464 1313 240240 

PercentPercent RecoveryRecovery 6161 7474 7171 7272 7171 8888 7373 5656 7373 7272 7373 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.010.01 0.140.14 0.070.07 0.060.06 0.010.01 0.560.56 0.180.18 0.030.03 0.090.09 0.090.09 1.11.1 
HistoricalHistorical MethodMethod Quantltatlon limit Quantltatlon Limit 0.040.04 0.360.36 0.190.19 0.160.16 0.040.04 1.41.4 0.550.55 0.080.08 0.240.24 0.260.26 2.82.8 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GC wHhGC with ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
99 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 139139 141141 144144 146146 147147 149149 151151 153153 156156 157157 158158 

1010 1010 

3326233262 12421242 Egg(baea)Egg(baea) 0510210305102103 5353 560560 7878 1,4001,400 4040 2,0002,000 390390 6,3006,300 370370 7878 490490 

3326333263 12461246 Egg(baea)Egg(baea) 0511310305113103 6767 800800 150150 1,7001,700 8484 2,8002,800 440440 8,1008,100 460460 100100 630630 

3326433264 12481248 Egg(baea)Egg(baea) 0512210305122103 5555 600600 120120 1,2001,200 3939 2,2002,200 420420 6,0006,000 350350 7272 470470 

3326533265 12521252 Egg(baea)Egg(baea) 0610310306103103 3030 300300 4747 540540 1313 780780 120120 2,7002,700 260260 4545 250250 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 1212 110110 2727 330330 8.08.0 410410 6060 1,9001,900 130130 1616 9696 

33266-233266-2 12501250 Egg(baea)Egg(baea) 05127/0305127/03 1212 110110 2727 320320 9.09.0 410410 6464 1,8001,800 130130 1616 100100 

33266-333266-3 12501250 Egg(baea)Egg(baea) 05127/0305127/03 1212 100100 2727 310310 8.78.7 380380 5959 1,8001,800 120120 1616 9797 

3326733267 12511251 Egg(baea)Egg(baea) 05130/0305130/03 1515 250250 4141 550550 1717 630630 7474 3,1003,100 150150 2424 240240 

3326833268 1256a1256a Egg(baea)Egg(baea) 0611210306112103 4.74.7 3838 1111 8888 2.32.3 6666 2525 680680 4747 7.97.9 5252 

3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 5.55.5 4444 1313 100100 2.62.6 7676 2929 1,1001,100 8282 9.39.3 5959 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 3.53.5 3131 8.38.3 7070 1.91.9 5151 2020 500500 3434 6.06.0 4343 
3327133271 12571257-a-a Egg(baea)Egg(baea) 0610610306106103 7.47.4 170170 3131 290290 4.44.4 480480 110110 1,9001,900 110110 1111 120120 

3327233272 12571257-b-b Egg(baea)Egg(baea) 0610610306106103 9.59.5 220220 4040 390390 5.55.5 620620 250250 2,5002,500 100100 1414 150150 

33273-133273-1 13081308 Egg(baea)Egg(baea) 0512510405125104 6767 760760 150150 2,0002,000 8888 2,7002,700 520520 9,4009,400 540540 120120 650650 

33273-233273-2 13081308 Egg(baea)Egg(baea) 0512510405125104 6767 770770 150150 2,0002,000 8888 2,7002,700 530530 9,4009,400 500500 120120 690690 

33273-333273-3 13081308 Egg(baea)Egg(baea) 05125/0405125/04 6666 780780 160160 2,0002,000 8888 3,0003,000 520520 10,00010,000 600600 120120 720720 

3327433274 13091309 Egg(baea)Egg(baea) 0512510405125104 2424 290290 4848 640640 2929 1,3001,300 370370 3,1003,100 170170 2828 210210 

3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 140140 1,1001,100 200200 2,3002,300 120120 3,6003,600 680680 11,00011,000 730730 160160 910910 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 0510410405104104 7.07.0 8282 2020 150150 4.74.7 260260 8484 860860 4040 9.89.8 5959 

3327733277 13111311 Egg(baea)Egg(baea) 05127/0405127/04 4848 590590 9696 1,2001,200 5757 2,5002,500 550550 6,0006,000 330330 58.658.6 430430 

33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 6.66.6 100100 1919 200200 3.93.9 370370 7878 1,1001,100 6969 9.29.2 5656 
33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 8.88.8 140140 2626 270270 5.75.7 500500 110110 1,5001,500 9595 1212 7575 

33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 05104/0405104/04 8.78.7 140140 2626 260260 5.75.7 490490 110110 1,4001,400 9393 1212 7676 

3327933279 13151315 Egg(baea)Egg(baea) 0610310406103104 4.34.3 6868 4646 250250 1.61.6 140140 5757 1,7001,700 9090 8.68.6 5959 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 4.64.6 3535 9.99.9 4545 1.81.8 130130 4141 240240 1414 9.89.8 2424 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 4.84.8 3636 1010 4747 1.81.8 130130 4242 510510 1919 9.89.8 2424 

PB-021605·PB-021605· ProcedureProcedure BlankBlank 0.000.00 0.070.07 0.040.04 0.090.09 0.000.00 0.490.49 0.100.10 0.630.63 0.040.04 0.020.02 0.080.08 

PB-022205·PB-022205· ProcedureProcedure BlankBlank 0.000.00 0.040.04 0.Q10.Q1 0.090.09 0.000.00 0.240.24 0.050.05 0.560.56 0.470.47 0.050.05 0.040.04 

PB-022805·PB-022805· ProcedureProcedure BlankBlank 0.020.02 0.060.06 0.030.03 0.100.10 0.000.00 0.490.49 0.100.10 0.690.69 0.050.05 0.020.02 0.030.03 

MB-021605MB-021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.060.06 0.020.02 0.070.07 0.000.00 0.390.39 0.080.08 0.640.64 0.050.05 0.010.01 0.180.18 

MB-022205MB-022205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.060.06 0.Q10.Q1 0.110.11 0.000.00 0.390.39 0.070.07 0.720.72 0.470.47 <0.25<0.25 0.080.08 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.070.07 0.040.04 0.080.08 0.000.00 0.430.43 0.100.10 0.860.86 0.060.06 0.030.03 0.050.05 

MS-021605-PCBMS-021605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 9.19.1 180180 5353 9696 2.52.5 640640 210210 650650 6060 1111 8080 
PercentPercent RecoveryRecovery 8484 8282 8383 8282 8383 8484 8282 8484 8282 8181 7676 

MS-022205-PCBMS-022205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 8.88.8 180180 5151 9595 2.52.5 620620 210210 640640 5656 1111 8080 

PercentPercent RecoveryRecovery 8080 8181 8080 8181 8080 8181 8181 8181 7676 8181 8080 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 4.34.3 8585 2424 4545 1.11.1 300300 9999 310310 2727 5.15.1 3838 

PercentPercent RecoveryRecovery 7171 7272 7171 7171 6969 7373 7171 7575 7171 7373 7070 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.020.02 0.230.23 0.060.06 0.260.26 0.010.Q1 0.660.66 0.190.19 1.61.6 0.500.50 0.250.25 0.140.14 

HistoricalHistorical Method Quantltation Method Quantltatlon LimitLimit 0.050.05 0.630.63 0.170.17 0.670.67 0.040.04 1.71.7 0.520.52 4.24.2 1.51.5 0.760.76 0.380.38 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
1010 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

10 
SampleSample 

ID 
FieldField 

1010 
163163 164164 166166 167167 170170 171171 172172 173173 174174 175175 176176 

33273-1 

33273-2 

33278-1 

3326233262 

3326333263 

3326433264 

3326533265 

33266-133266-1 

33266-233266-2 

33266-333266-3 

3326733267 

3326833268 

3326933269 

3327033270 

3327133271 

3327233272 

33273·1 

33273·2 

33273-333273-3 

3327433274 

3327533275 

3327633276 

3327733277 

33278·1 

33278-233278-2 

33278-333278-3 

3327933279 

05/02103 

05/13/03 

05/22103 

06103/03 

05/27/03 

05/27/03 

05/27/03 

05/30103 

06/12103 

06/12103 

1256-c 

05/25/04 

05/25/04 

05/25/04 

05/25/04 

05/27/04 

05/04/04 

05/27104 

1313·a 05/04/04 

05/04/04 

05/04/04 

06103/04 

12421242 Egg(baea)Egg(baea) 05102103 

12461246 Egg(baea)Egg(baea) 05113103 

12481248 Egg(baea)Egg(baea) 05122103 

12521252 Egg(baea)Egg(baea) 06103103 

12501250 Egg(baea)Egg(baea) 05127/03 

12501250 Egg(baea)Egg(baea) 05127/03 

12501250 Egg(baea)Egg(baea) 05127/03 

12511251 Egg(baea)Egg(baea) 05130/03 

1256a1256a Egg(baea)Egg(baea) 06112103 

1256b1256b Egg(baea)Egg(baea) 06112103 

125Ek: Egg(baea)Egg(baea) 0611210306112103 

12571257-a-a Egg(baea)Egg(baea) 0610610306106103 

12571257-b-b Egg(baea)Egg(baea) 0610610306106103 

13081308 Egg(baea)Egg(baea) 05125104 

13081308 Egg(baea)Egg(baea) 05125104 

13081308 Egg(baea)Egg(baea) 05125104 

13091309 Egg(baea)Egg(baea) 05125104 

1310-a1310-a Egg(baea)Egg(baea) 05127/04 

1313-b1313-b Egg(baea)Egg(baea) 05104104 

13111311 Egg(baea)Egg(baea) 05127/04 

1313-a Egg(baea)Egg(baea) 05104104 

1313-a1313-a Egg(baea)Egg(baea) 05104/04 

1313-a1313-a Egg(baea)Egg(baea) 05104104 

13151315 Egg(baea)Egg(baea) 06103104 

1.400 

1,800 

1.900 

2.500 

1,400 

1.800 

1,2001,200 

540540 
340340 

320320 

300300 

560560 

110110 

180180 

8484 

300300 

420420 

1,9001,900 

1,900 

2,2002,200 

630630 

2,500 
150150 

1,3001,300 

170170 

220220 

200200 

130130 

150150 

340340 

320320 

150150 

6262 

7272 

6969 

100100 

2828 

2727 

1313 

5252 

6767 

330330 

310310 

240240 

110110 

400400 

6868 

210210 

6060 

5454 

6565 

2525 

1616 

2020 

1616 

1212 

3.43.4 

3.53.5 

3.23.2 

4.54.5 

1.51.5 

1.71.7 

5.55.5 

1313 

1515 

5252 

5252 

6565 

2020 

6262 

1313 

4747 

1.81.8 

2.42.4 

2.42.4 

1.01.0 

9797 

200200 

9696 

7676 

3434 

3434 
3434 

5353 

1919 

2020 

1515 

2727 

3737 

230230 

230230 

230230 

4545 

280280 

2121 

130130 

1919 

2525 

2525 

3737 

1.600 

2.500 

2.800 

1,600 

2,500 

1,7001,700 

840840 

710710 

670670 

640640 

1,3001,300 

310310 

490490 

220220 

770770 

980980 

3,0003,000 

2,800 

3,3003,300 

770770 

3,5003,500 

290290 

1,7001,700 

410410 

580580 

550550 

670670 

370370 

510510 

360360 

160160 

8484 

8282 

8080 

240240 

4848 

5757 

3434 
140140 

190190 

600600 

600600 

670670 

160160 

760760 

5858 

370370 

5252 

7272 

7272 

7777 

260260 

390390 

260260 

100100 

7373 

7373 

7272 

220220 

4444 

5151 

3434 

7575 

160160 

450450 
460460 

470470 

110110 

550550 

4747 

260260 

4242 

5858 

5959 

8282 

2.72.7 

3.63.6 

3.83.8 

3.23.2 

0.850.85 

0.980.98 

0.960.96 

1.31.3 

0.440.44 

0.510.51 

0.300.30 

2.22.2 

2.82.8 

4.14.1 

3.93.9 

3.83.8 

2.52.5 

6.16.1 

1.41.4 

4.84.8 

1.31.3 

1.81.8 

1.81.8 
0.980.98 

560560 

790790 

620620 

400400 

180180 

190190 

170170 

320320 

5353 

6464 

3939 

280280 

360360 

1,1001,100 

880880 

1,0001,000 

380380 

1,2001,200 

130130 

950950 

190190 

270270 

230230 

8282 

4747 

6565 

4747 

2525 

1818 

1919 

1818 

3737 

1010 

1212 

7.87.8 

1919 

2424 

7575 

7575 

7676 

2222 

9090 

1212 

5050 

1111 

1616 

1616 

1717 

7070 

9999 

180180 

1616 

1111 

1313 

1111 

3535 

8.38.3 

1414 

2.92.9 

1515 

1414 

2828 

3636 

2525 

1616 

2323 

1010 

2626 

1010 

1212 

1515 

9.39.3 

PC-022205 

PC-021605PC-021605 

PC·022205 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

5050 

5252 

2323 

2222 

1.81.8 

1515 

1616 

1010 

8080 

8282 

1616 

1717 

1818 

1313 

2.22.2 

3.13.1 

4545 

4545 

3.03.0 

3.33.3 

9.69.6 

6.46.4 

PB-021605 • 

PB-022205 • 

PB-022805 • 

PB·021605· 

PB·022205· 

PB-D22805· 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

0.120.12 

0.090.09 

0.200.20 

0.030.03 

0.010.01 

0.030.03 

0.000.00 

0.000.00 

0.000.00 

0.01om 
0.000.00 

0.000.00 

0.540.54 

0.570.57 

0.480.48 

0.020.02 

0.000.00 

0.050.05 

0.000.00 

0.000.00 

0.010.01 

0.000.00 

0.000.00 

0.000.00 0.Q1 

0.620.62 

0.500.50 

0.01 

0.000.00 

0.000.00 

0.020.02 

0.Q1 

0.020.02 

om 
0.010.01 

MB-021605 

MB-022205 

MB-022805 

MB·021605 

MB-D22205 

MB·022805 Calf 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank ca~ SerumSerum 

0.110.11 

0.130.13 

0.270.27 

0.030.03 

0.000.00 

0.020.02 

0.000.00 

0.000.00 

0.000.00 

0.000.00 

0.020.02 

0.000.00 

0.430.43 

0.210.21 

0.440.44 

0.040.04 

0.030.03 

0.080.08 

0.000.00 

0.020.02 

0.010.01 

0.000.00 

0.000.00 

0.000.00 

0.510.51 

0.360.36 

0.000.00 

0.Q1 

0.010.01 

0.01 

0.000.00 0.Q1 

0.030.03 

0.030.03 

0.01 

MS-021605-PCB 

MS-022205-PCB 

MS-022805-PCB 

MS-D21605·PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

M8-022205-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MS·022805·PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

Spike·PCBMATRIXMATRIX Spike-PCB ChickenChicken EggEgg 

MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 

85 

140140 

B5 

130130 

8181 

6464 

7676 

5151 

7676 

6969 

7979 

2929 

6464 

85 

2.12.1 

B5 

2.22.2 

8585 

1.01.0 

7272 

82 

1717 

B2 

1717 

7979 

8.58.5 

7474 

82 

330330 

8787 

330330 

B2 

150150 

7272 

85 

82 

7575 

B5 

7272 

B2 

3434 

7272 

3838 

8181 

3838 

8282 

1818 

7272 

4.54.5 

7575 

4.64.6 

8181 

2.22.2 

7070 

82 

290290 

B2 

280280 

8181 

140140 

7373 

1212 

8383 

1313 

8383 

5.95.9 

7272 

82 

2020 

5757 

2525 

B2 

1111 

8383 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.210.21 

0.540.54 

0.060.06 

0.170.17 

0.270.27 

0.790.79 

0.050.05 

0.150.15 

1.31.3 

3.73.7 

0.090.09 

0.250.25 

0.080.08 

0.230.23 

0.070.07 

0.230.23 

0.860.86 

2.52.5 

0.050.05 

0.140.14 

0.040.04 

0.110.11 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

*PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
1111 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 177177 178178 179179 180180 183183 185185 187187 189189 190190 191191 193193 
1010 1010 

3326233262 12421242 Egg(baea) 05/02103 Egg(baea) 05102103 630630 400400 M 34 3,0003,000 1,0001,000 4848 2,7002,700 2929 190190 3333 110110 
3326333263 12461246 Egg(baea) 05/13/03 Egg(baea) 05113103 930930 510510 W 30 4,3004,300 1,4001,400 8686 3,6003,600 4444 280280 5151 280280 
3326433264 12481248 Egg(baea) 05/22103 Egg(baea) 05122103 640640 380380 m 26 3,0003,000 1,0001,000 5858 2,6002,600 3232 200200 3535 110110 
33265 3326S 12521252 Egg(baea) 06/03/03 Egg(baea) 06103103 320320 110110 ~ 21 1,5001,500 490490 3030 1,2001,200 1717 9090 1717 5858 

33266-1 33266·1 12501250 Egg(baea) 05/27/03 Egg(baea) 05127/03 140140 8181 &4 6.4 1,3001,300 400400 1919 950950 1212 6767 1414 4545 
33266-233266-2 12501250 Egg(baea) 05/27/03 Egg(baea) 05127/03 140140 8282 &1 6.1 1,2001,200 390390 1919 910910 1212 6060 1414 4646 
33266-333266-3 12501250 Egg(baea) 05/27/03 Egg(baea) 05127/03 140140 8080 1212 1,2001,200 360360 1818 880880 1111 6161 1414 4646 

3326733267 12511251 Egg(baea) 05/30103 Egg(baea) 05130/03 450450 150150 m 20 2,6002,600 770770 3232 1,9001,900 2323 100100 2929 9393 
3326833268 1256a1256a Egg(baea) 06/12103 Egg(baea) 06112103 7272 4747 2~ 2.9 600600 160160 8.28.2 380380 7.37.3 5454 8.98.9 2929 
3326933269 1256b1256b Egg(baea) 06/12103 Egg(baea) 06112103 8484 5555 1.41.4 950950 260260 1010 620620 8.48.4 140140 1010 3434 
3327033270 1256·c 1256-c Egg(baea) 06/12103 Egg(baea) 06112103 5656 3636 1~ 1.3 420420 120120 5.95.9 260260 5.75.7 1717 6.66.6 2424 
3327133271 1257-a 1257-a Egg(baea) 06/06/03 Egg(baea) 06106103 280280 8989 1616 1,3001,300 440440 3131 1,0001,000 1212 8383 1414 5353 
3327233272 1257-b 1257-b Egg(baea) 06/06/03 Egg(baea) 06106103 370370 200200 V 27 1,7001,700 580580 4040 1,3001,300 1515 130130 1818 6666 

33273-133273-1 13081308 Egg(baea) 05/25/04 Egg(baea) 05125/04 1,1001,100 660660 ~ 29 4,8004,800 1,7001,700 9898 4,3004,300 5151 430430 5757 320320 
33273-233273-2 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 1,1001,100 680680 ~ 52 5,0005,000 1,7001,700 9696 4,4004,400 5151 310310 5656 340340 
33273-333273-3 13081308 Egg(baea) 05/25/04 Egg(baea) OS/25104 1,2001,200 710710 Q 47 5,2005,200 1,9001,900 110110 4,7004,700 4848 510510 5858 360360 

3327433274 13091309 Egg(baea) 05/25/04 Egg(baea) 05125/04 300300 200200 ~ 40 1,3001,300 460460 2929 1,2001,200 1414 9898 1515 6060 
33275 3327S 1310-a1310-a Egg(baea) 05/27/04 Egg(baea) 05127/04 1,3001,300 780780 % 95 5,9005,900 2,0002,000 130130 5,0005,000 6666 450450 100100 390390 
3327633276 1313-b1313-b Egg(baea) 05/04/04 Egg(baea) 05104/04 100100 5858 1111 550550 180180 1717 420420 7.97.9 2929 9.39.3 3636 
3327733277 13111311 Egg(baea) 05/27104 Egg(baea) 05127/04 680680 430430 7171 2,9002,900 1,0001,000 6363 2,7002,700 3131 230230 5656 200200 

33278-133278-1 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05/04104 130130 5353 1212 700700 230230 1515 560560 7.47.4 4949 7.87.8 3030 
33278-2 33278·2 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104/04 180180 7373 1313 980980 320320 2121 780780 1010 7171 1111 4141 
33278-3 33276-3 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104/04 180180 7474 1414 970970 320320 2121 770770 1010 6262 1111 4141 

3327933279 13151315 Egg(baea) 06/03/04 Egg(baea) 06103104 160160 5555 1111 1,6001,600 470470 1717 770770 1616 6060 1717 4646 

PC-021605 PC-02160S PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 2929 1414 1616 110110 4545 6.26.2 8989 3.93.9 1010 3.03.0 7.17.1 
PC-022205 PC-02220S PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 3131 1414 1717 120120 4747 6.46.4 9393 3.03.0 1010 3.03.0 7.97.9 

PB-021605 • PB-02160S * ProcedureProcedure BlankBlank 0.060.06 0.000.00 0.000.00 0.430.43 0.080.08 0.010.01 0.170.17 0.000.00 0.070.07 0.000.00 0.000.00 
PB-022205 • PB-02220S* ProcedureProcedure BlankBlank 0.040.04 0.000.00 0.000.00 0.320.32 0.080.08 0.000.00 0.170.17 0.000.00 <0.17<0.17 0.000.00 0.000.00 
PB-022805 • PB·022805 * ProcedureProcedure BlankBlank 0.010.01 0.000.00 0.000.00 0.370.37 0.140.14 0.020.02 0.160.16 0.000.00 0.080.08 0.000.00 0.000.00 

MB-021605 MB-02160S MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.060.06 0.000.00 0.000.00 0.380.38 0.070.07 0.010.01 0.180.18 0.000.00 0.050.05 0.000.00 0.000.00 
MB-022205 MB-02220S MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.070.07 0.030.03 0.000.00 0.440.44 0.120.12 0.000.00 0.210.21 0.010.01 0.030.03 0.000.00 0.010.01 
MB-022805 MB·02280S MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.040.04 0.010.01 0.020.02 0.270.27 0.100.10 0.000.00 0.120.12 0.020.02 0.000.00 0.000.00 0.000.00 

MS-021605-PCB MS·02160S·PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 130130 4848 110110 430430 150150 2929 260260 7.87.8 5252 8.58.5 2222 
PercentPercent RecoveryRecovery 83 B3 8181 82 B2 82 B2 83 B3 8282 83 B3 7979 8686 7878 7272 

MS-022205-PCB MS·02220S·PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 130130 4949 110110 430430 150150 2828 260260 7.77.7 4848 8.68.6 2323 
PercentPercent RecoveryRecovery 8282 8181 8181 8181 8181 8181 82 B2 7878 7878 7979 7676 

MS-022805-PCB MS-02280S-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 6161 2323 5353 210210 7272 1313 130130 3.93.9 2323 4.24.2 1212 
PercentPercent RecoveryRecovery 7474 7272 7272 7373 7373 7373 7474 7575 7171 7575 7979 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.180.18 0.050.05 0.070.07 0.920.92 0.330.33 0.030.03 0.550.55 0.030.03 0.170.17 0.040.04 0.060.06 
HistoricalHistorical Method Quantitation Method Quanti1ation LimitLimit 0.490.49 0.140.14 0.180.18 2.52.5 0.950.95 0.080.08 1.51.5 0.090.09 0.490.49 0.110.11 0.170.17 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB *PB basedbased onon averageaverage samplesample massmass withinwithin a sela set 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 194194 195195 196196 197197 198198 199199 200200 201201 202202 203203 205205 

1010 IDID 

3326233262 12421242 Egg(baea)Egg(baea) 0510210305102103 500500 190190 430430 2424 2020 810810 1313 3939 7878 550550 2828 

3326333263 12461246 Egg(baea)Egg(baea) 0511310305113103 740740 280280 380380 3232 2828 1,1001,100 2020 4646 130130 710710 3939 

3326433264 12481248 Egg(baea)Egg(baea) 0512210305122103 550550 210210 320320 2727 2424 850850 1616 4343 8181 570570 3232 

3326533265 12521252 Egg(baea)Egg(baea) 0610310306103103 240240 6666 110110 1313 1414 360360 1313 2020 4646 220220 2424 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 210210 5353 7474 1010 8.68.6 320320 7.77.7 1818 3434 180180 1616 

33266-233266-2 12501250 Egg(baea)Egg(baea) 05127/0305127/03 210210 5353 8484 1010 8.68.6 320320 7.77.7 1818 3535 180180 1717 

33266-333266-3 12501250 Egg(baea)Egg(baea) 05127/0305127/03 200200 4949 7878 1010 8.58.5 300300 7.77.7 1818 3434 170170 1616 

3326733267 12511251 Egg(baea)Egg(baea) 05130/0305130/03 470470 140140 230230 1919 1515 630630 7.07.0 2929 4444 320320 2121 

3326833268 1256a1256a Egg(baea)Egg(baea) 0611210306112103 9898 3030 3636 5.25.2 3.83.8 110110 3.43.4 9.59.5 1818 6060 7.67.6 

3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 170170 3535 4646 6.06.0 4.74.7 130130 3.83.8 1111 2222 7373 9.19.1 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 8080 2121 2727 4.04.0 3.03.0 100100 1.11.1 7.47.4 1313 4646 5.55.5 

3327133271 12571257-a-a Egg(baea)Egg(baea) 0610610306106103 200200 5959 8282 9.69.6 9.79.7 330330 1010 2020 3737 200200 1414 

3327233272 1257-b1257-b Egg(baea)Egg(baea) 0610610306106103 280280 110110 150150 1212 1212 420420 1212 2525 4646 270270 1717 

33273-133273-1 13081308 Egg(baea)Egg(baea) 0512510405125104 800800 350350 510510 3535 3333 1,3001,300 2525 5858 200200 860860 4848 

33273-233273-2 13081308 Egg(baea)Egg(baea) 0512510405125104 820820 330330 540540 3535 3333 1,3001,300 2222 5858 190190 850850 4747 

33273-333273-3 13081308 Egg(baea)Egg(baea) 0512510405125104 850850 380380 490490 3636 3333 1,4001,400 2626 5959 210210 970970 5353 

3327433274 13091309 Egg(baea)Egg(baea) 0512510405125104 240240 6767 150150 1212 1111 390390 1212 2525 5656 280280 1616 

3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 1,0001,000 410410 640640 4545 4343 1,6001,600 3131 6868 220220 1,0001,000 6060 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 05104/0405104/04 110110 4343 6464 9.59.5 8.38.3 170170 7.37.3 1818 3737 110110 9.69.6 

3327733277 13111311 Egg(baea)Egg(baea) 05127/0405127/04 530530 230230 400400 3333 2929 960960 2626 5858 100100 640640 3232 
33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 130130 4040 5757 8.98.9 7.87.8 220220 4.94.9 1717 3333 140140 5.95.9 

33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 190190 5656 7979 1212 1111 300300 6.76.7 2323 4545 200200 8.48.4 

33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 190190 5656 7979 1212 1111 300300 6.76.7 2323 4545 180180 8.68.6 

3327933279 13151315 Egg(baea)Egg(baea) 0610310406103104 290290 5050 6969 1212 7.67.6 280280 3.43.4 1616 2424 170170 9.29.2 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 2525 1414 1414 1.71.7 2.72.7 3232 5.95.9 2.32.3 8.78.7 2424 5.25.2 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 2626 1515 1515 1.71.7 2.62.6 3434 6.06.0 2.22.2 7.07.0 2626 5.25.2 

PB-D21605·PB-D21605· ProcedureProcedure BlankBlank 0.030.03 0.020.02 0.100.10 0.000.00 0.000.00 0.040.04 0.010.01 0.000.00 0.010.Q1 0.030.03 0.000.00 

PB-D22205·PB-D22205· ProcedureProcedure BlankBlank 0.020.02 0.030.03 0.070.07 0.070.07 0.000.00 0.050.05 0.030.03 0.020.02 0.030.03 0.160.16 0.000.00 

PB-D22805PB-D22805 •• ProcedureProcedure BlankBlank 0.030.03 0.010.01 0.090.09 0.040.04 0.000.00 0.01 0.Q1 0.020.02 0.020.02 0.010.01 0.050.05 0.000.00 

MB-021605MB-021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.050.05 0.020.02 0.000.00 0.010.Q1 0.000.00 0.060.06 0.010.Q1 0.000.00 0.000.00 0.020.02 0.000.00 

MB-D22205MB-D22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.050.05 0.01 0.Q1 0.060.06 0.050.05 0.000.00 0.070.07 0.040.04 0.010.01 0.020.02 0.140.14 0.000.00 

MB-D22805MB-D22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.020.02 0.100.10 0.050.05 0.000.00 0.040.04 0.020.02 0.010.01 0.000.00 0.030.03 0.000.00 

MS-D2160S-PCBMS-D2160S-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 8686 4949 4747 4.84.8 5.65.6 9191 1414 1212 1818 7474 4.84.8 

PercentPercent RecoveryRecovery 8181 8484 7272 8080 8383 8282 8282 7878 8383 8484 8080 
MS-022205-PCBMS-022205-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 8585 4848 4242 4.54.5 5.75.7 9090 1414 1212 1717 7272 5.05.0 

PercentPercent RecoveryRecovery 8181 8080 8282 7676 8282 8282 8080 8181 8181 8181 8282 
MS-D22805-PCBMS-D22805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 4141 2323 2323 2.12.1 2.72.7 4343 6.86.8 5.75.7 8.18.1 3535 2.42.4 

PercentPercent RecoveryRecovery 7272 7272 7373 6767 6969 7373 7171 7171 7171 7373 7171 

HistoricalHistorical MethodMethod Detection Limit Detection limit 0.140.14 0.110.11 0.200.20 0.130.13 0.000.00 0.150.15 0.080.08 0.040.04 0.080.08 0.400.40 0.010.Q1 
HistoricalHistorical Method Quantitation Limit Method Quantltatlon limit 0.400.40 0.330.33 0.530.53 0.360.36 0.01 0.Q1 0.420.42 0.250.25 0.110.11 0.230.23 1.21.2 0.040.04 

NoteNote valuesvalues areare roundedrounded toto 22 significant flgures. significant figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 1:1: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 206206 208208 209209 TotalTotal PCBsPCBs 
ID 10 ID10 

3326233262 12421242 Egg(baea)Egg(baea) 05/0210305/02103 360360 120120 100100 62,00062,000 

3326333263 12461246 Egg(baea) 05/13/03 Egg(baea) 05113103 500500 150150 130130 87,00087,000 

3326433264 12481248 Egg(baea)Egg(baea) 05/2210305/22103 460460 150150 120120 66,00066,000 

3326533265 12521252 Egg(baea) 06/03/03 Egg(baea) 06103103 130130 3333 2828 25,00025,000 

33266-1 33266·1 12501250 Egg(baea) 05/27/03 Egg(baea) 05127/03 150150 3535 2828 13,00013,000 

33266-2 33266·2 12501250 Egg(baea) 05/27/03 Egg(baea) 05127/03 140140 3535 2828 13,00013,000 

33266-333266-3 12501250 Egg(baea) 05/27/03 Egg(baea) 05127/03 130130 3434 2727 12,00012,000 

3326733267 12511251 Egg(baea) 05/30103 Egg(baea) 05130103 270270 6464 110110 22,00022,000 

3326833268 1256a1256a Egg(baea) 06/12103 Egg(baea) 06112103 4545 1313 1111 4,5004,500 

3326933269 1256b1256b Egg(baea) 06/12103 Egg(baea) 06112103 5252 1515 1212 6,5006,500 

3327033270 1256-c 1256·c Egg(baea) 06/12103 Egg(baea) 06112103 3434 9.79.7 8.48.4 3,3003,300 

3327133271 1257-a 1257·a Egg(baea) 06/06/03 Egg(baea) 06106103 140140 3535 2424 12,00012,000 

3327233272 1257-b1257-b Egg(baea) 06/06/03 Egg(baea) 06106103 180180 4343 2828 16,00016,000 

33273-133273-1 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 550550 180180 180180 86,00086,000 

33273-233273-2 13081308 Egg(baea) 05/25/04 Egg(baea) 05125104 530530 170170 180180 86,00086,000 

33273-333273-3 13081308 Egg(baea) 05/25/04 Egg(baea) 05/25104 600600 200200 220220 92,00092,000 

3327433274 13091309 Egg(baea) 05/25/04 Egg(baea) 05125104 230230 5353 4141 33,00033,000 

3327533275 1310-a1310-a Egg(baea) 05/27/04 Egg(baea) 05127/04 700700 220220 200200 120,000120,000 

3327633276 1313-b1313-b Egg(baea) 05/04/04 Egg(baea) 05104104 150150 5959 4848 7,7007,700 

3327733277 13111311 Egg(baea) 05/27/04 Egg(baea) 05127/04 760760 270270 290290 66,00066,000 

33278-1 33278·1 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 200200 7777 8484 9,2009,200 

33278-2 33278·2 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 290290 110110 120120 13,00013,000 

33278-333278-3 1313-a1313-a Egg(baea) 05/04/04 Egg(baea) 05104104 280280 100100 110110 12,00012,000 

3327933279 13151315 Egg(baea) 06/03/04 Egg(baea) 06103104 5858 1616 1414 9,6009,600 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 1616 5.25.2 1414 6,5006,500 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 1616 5.45.4 1414 8,4008,400 

PB-021605PB-021605 • • ProcedureProcedure BlankBlank 0.030.03 0.210.21 1.11.1 1010 

PB-022205PB-022205 • • ProcedureProcedure BlankBlank 0.030.03 0.210.21 1.11.1 1010 
PB-022805PB-022805 • • ProcedureProcedure BlankBlank 0.040.04 0.090.09 0.640.64 1111 

MB-021605 MB-D21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.030.03 0.190.19 0.980.98 1111 

MB-022205 MB-D22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.030.03 0.210.21 0.990.99 1111 

MB-022805 MB-D22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.100.10 0.720.72 1010 

MS-021605-PCB MS-D21605-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 2424 4.04.0 1.11.1 17,00017,000 

PercentPercent RecoveryRecovery 8585 7272 1818 8181 
MS-022205-PCB MS-022205·PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg 2323 3.93.9 0.850.85 17,00017,000 

PercentPercent RecoveryRecovery 8181 7070 1414 7979 
MS-022805-PCB MS-D22805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 1111 1.91.9 0.380.38 8,3008,300 

PercentPercent RecoveryRecovery 7272 6363 1212 7272 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.160.16 0.350.35 1.81.8 1919 
HistoricalHistorical Method Quantitalion Method Quanlitatlon LimitLimit 0.460.46 0.970.97 4.74.7 4646 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
1414 
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TableTable 2:2: PerrcentPerrcent RecoveriesRecoveries ofof PCBPCB ProceduralProcedural RecoveryRecovery StandardsStandards inin EagleEagle EggEgg Samples.Samples. 

SampleSample FieldField FIELDFIELD SampleSample Gram­Gram­ %% 029029 155155 204204 
1010 1010 LOCATIONLOCATION TypeType equivalentsequivalents LipidLipid %% %% %% 

for Analysis (9)for Anal~sis {g} Recove!1Recove!1 Recovl9!1Recovl9!1 Recove!1Recove!1 

PB-021605PB-021605 ProcedureProcedure BlankBlank OAtOCOAtOC Na2S04Na2S04 9.509.50 nlanla 7373 7272 8080 
MB-021605MB-021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg OAtOCOAtOC ChickenChicken EggEgg 9.959.95 8.678.67 8484 8282 8080 

MS-021605-PCBMS-021605-PCB MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg OAtOCOAtOC ChickenChicken EggEgg 9.899.89 9.129.12 8686 8282 8282 
PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp ID#ID# 6806-1576806-157 9/19/909/19/90 SaginawSaginaw BayBay carpcarp 5.075.07 13.413.4 9191 8383 8585 

3326233262 12421242 Egg(baea)Egg(baea) 05/0210305/02103 Cruger'sCruger's Island,Island, HudsonHudson R.R. EAGLEEAGLE EGGEGG 9.849.84 4.534.53 9191 8888 8181 
3326333263 12461246 Egg(baea)Egg(baea) 05/1310305/13103 Gay'sGay's Point,Point, HudsonHudson R.R. EAGLEEAGLE EGGEGG 9.859.85 5.925.92 9191 8888 8383 
3326433264 12481248 Egg(baea)Egg(baea) 05/2210305/22103 CastletonCastleton Island,Island, HudsonHudson R.R. EAGLEEAGLE EGGEGG 9.899.89 5.005.00 9191 8383 7979 
3326533265 12521252 Egg(baea)Egg(baea) 06/0310306/03103 MuskellungeMuskellunge Creek,Creek, JeffersonJefferson CoCo EAGLEEAGLE EGGEGG 9.859.85 3.883.88 9292 8484 8080 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05/2710305/27103 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. EAGLEEAGLE EGGEGG 9.889.88 2.832.83 9292 8888 8181 
33266-233266-2 12501250 Egg(baea)Egg(baea) 05/2710305/27103 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. EAGLEEAGLE EGGEGG 9.889.88 2.832.83 9090 8686 8080 
33266-333266-3 12501250 Egg(baea)Egg(baea) 05/2710305/27103 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. EAGLEEAGLE EGGEGG 9.859.85 2.642.64 8787 8484 7878 

3326733267 12511251 Egg(baea)Egg(baea) 05/3010305/30103 HancockHancock Island,Island, DelwareDelware Co.Co. EAGLEEAGLE EGGEGG 9.889.88 5.065.06 8989 8686 7676 
3326833268 1256a1256a Egg(baea)Egg(baea) 06/1210306/12103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. EAGLEEAGLE EGGEGG 9.849.84 5.335.33 9090 8585 7979 
3326933269 1256b1256b Egg(baea)Egg(baea) 0611210306112103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. EAGLEEAGLE EGGEGG 9.859.85 3.533.53 9090 8383 7575 

PB-022205PB-022205 ProcedureProcedure BlankBlank OAtOCOAtOC Na2S04Na2S04 9.479.47 n/an/a 7171 7171 7979 
MB-022205MB-022205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg OAtOCOAtOC ChickenChicken EggEgg 9.869.86 9.109.10 7373 7474 7474 

MS-022205-PCBMS-022205-PCB MATRIXMATRIX Spike-PCBSpike-PCB ChickenChicken EggEgg OAtOCOAtOC ChickenChicken EggEgg 9.829.82 9.789.78 8383 8080 8282 
PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp ID#ID# 6806-1576806-157 9119/909119/90 SaginawSaginaw BayBay carpcarp 4.984.98 15.615.6 8888 8181 8585 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 06/1210306/12103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. EAGLEEAGLE EGGEGG 9.859.85 6.276.27 8484 8383 8181 
3327133271 1257-a1257-a Egg(baea)Egg(baea) 06106/0306106/03 Dunraven,Dunraven, DelwareDelware Co.Co. EAGLEEAGLE EGGEGG 9.879.87 3.483.48 8282 8282 7878 
3327233272 1257-b1257-b Egg(baea)Egg(baea) 06/06/0306/06/03 Dunraven,Dunraven, DelwareDelware Co.Co. EAGLEEAGLE EGGEGG 9.849.84 3.393.39 9090 8686 8181 

33273-133273-1 13081308 Egg(baea)Egg(baea) 05/25/0405/25/04 Roger'sRoger's IslandIsland NestNest #NY#NY 5656 EAGLEEAGLE EGGEGG 9.859.85 2.492.49 8282 8181 7474 
33273-233273-2 13081308 Egg(baea)Egg(baea) 05/25/0405/25/04 Roger'sRoger's IslandIsland NestNest #NY#NY 5656 EAGLEEAGLE EGGEGG 9.879.87 2.432.43 8686 8080 7373 
33273-333273-3 13081308 Egg(baea)Egg(baea) 05/25/0405/25/04 Roger'sRoger's IslandIsland NestNest #NY#NY 5656 EAGLEEAGLE EGGEGG 9.839.83 2.392.39 7878 5959 5353 

3327433274 13091309 Egg(baea)Egg(baea) 05/25/0405/25/04 InbachtInbacht BayBay NestNest #NY#NY 2828 EAGLEEAGLE EGGEGG 9.819.81 2.502.50 9494 8585 8585 
3327533275 1310-a1310-a Egg(baea)Egg(baea) 05/2710405/27104 CastletonCastleton IslandIsland NestNest #NY#NY 5252 EAGLEEAGLE EGGEGG 9.869.86 4.474.47 9292 7979 7272 
3327633276 1313-b1313-b Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-b89-b EAGLEEAGLE EGGEGG 9.859.85 5.025.02 8282 8686 8383 
3327733277 13111311 Egg(baea)Egg(baea) 05/27/0405/27/04 BronxBronx IslandIsland NestNest #NY#NY nn EAGLEEAGLE EGGEGG 9.849.84 4.784.78 8181 5656 5353 

PB-022805PB-022805 ProcedureProcedure BlankBlank OAtOCOAtOC Na2S04Na2S04 5.665.66 nlanla 7777 6969 7575 
MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum OAtOCOAtOC CalfCalf SerumSerum 4.924.92 0.300.30 7777 7171 7575 

MS-022805-PCBMS-022805-PCB MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum OAtOCOAtOC CalfCalf SerumSerum 4.924.92 0.300.30 7878 7171 7474 
33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a EAGLEEAGLE EGGEGG 9.879.87 5.115.11 8484 7575 7272 
33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a EAGLEEAGLE EGGEGG 9.839.83 5.135.13 8686 7676 7373 
33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a EAGLEEAGLE EGGEGG 9.839.83 5.135.13 8686 7777 7474 

3327933279 13151315 Egg(baea) 06/03104Egg(baea) 06103104 RoundoutRoundout 33 NestNest #NY#NY 9595 EAGLEEAGLE EGGEGG 9.849.84 4.884.88 7575 6767 6464 
AverageAverage 8585 7979 7777 
SD(n-1)SD(n-1) 6_36.3 7.87.8 7.57.5 
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(ng/g)TableTable 3:3: PCBPCB CongenersCongeners (nglg) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField FIELDFIELD SampleSample Gram­Gram- %% 
ID10 ID 10 LOCATIONLOCATION TypeType LipidLipid 001001 003003 

I~sis {51} 
3328033280 12641264 Blood(baea) 05/27/03Blood(baea) OS/27/03 AstorAstor Cove,Cove, HudsonHudson R.R. nglgnglg EAGLEEAGLE BloodBlood 4.94 0.601 0.60 < 1.1<1.1 <1.0< 1.0 

3328133281 12491249 Blood(baea)Blood(baea) 05/20/03OS/20/03 LecthworthLecthworth StateState Park,Park, LivingstonLivingston nglgnglg EAGLEEAGLE BloodBlood 4.924.92 0.700.701 << 1.11.1 << 1.01.0 

3328233282 12651265 Blood(baea)Blood(baea) OS/2810305/28/03 Bashakill,Bashakill, BasherBasher killkill nglg ng/g EAGLEEAGLE BloodBlood 1.041.04 1.891.89 << 1.11.1 << 1.01.0

3328333283 13211321 Blood(baea)Blood(baea) 0612310406/23/04 NewNew WaterfordWaterford NestNest #NY#NY 9797 nglg ng/g EAGLEEAGLE BloodBlood 4.024.02 0.490.49 << 1.11.1 << 1.01.0

3328433284 13161316 Blood(baea)Blood(baea) 0610810406/08/04 Pillar Pt.!Muskie Pillar Pt.lMuskie CreekCreek #NY#NY 5353 ng/g nglg EAGLEEAGLE BloodBlood 0.500.50 1.961.96 << 1.11.1 5.35.3

3328533285 13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06/10/0406/10/04 MontezumaMontezuma 11 NestNest #NY#NY 44 nglgnglg EAGLEEAGLE BloodBlood 4.974.97 0.590.59 < 1.1<1.1 << 1.01.0 
3328633286 13191319 Blood(baea)Blood(baea) 06/16/0406116104 TustenTusten NestNest #NY#NY 2020 ng/g nglg EAGLEEAGLE BloodBlood 3.953.95 0.500.50 << 1.11.1 << 1.01.0

PB-022805·PB-022805 • ProcedureProcedure BlankBlank SetSet 33 nglg ng/g NaNa2SO. zS04 5.665.66 n/anla 0.000.00 0.310.31 

MB-022805 MB~22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum SetSet 33 nglgnglg CalfCalf SerumSerum 4.924.92 0.300.30 0.140.14 0.070.07

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum SetSet 33 ngng CalfCalf SerumSerum 4.924.92 0.300.30 1616 6.86.8 
PercentPercent RecoveryRecovery 5555 8282 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 1.11.1 1.01.0 
HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 3.13.1 3.03.0 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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(ng/g)TableTable 3:3: PCBPCB CongenersCongeners (nglg) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

10 
SampleSample 

ID 10 
FieldField 

ID 004004 005OOS 006006 007007 008008 009009 010010 015015 016016 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

OS/27/03 

OS/20/03 

OS/28/03 

06/23/04 

06/08/04 

06/10/04 

06116/04 

12641264 Blood(baea)Blood(baea) 05127/03 

12491249 Blood(baea)Blood(baea) 05/20/03 

12651265 Blood(baea)Blood(baea) 05/28/03 

13211321 Blood(baea)Blood(baea) 06/23104 

13161316 Blood(baea)Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06110/04 

13191319 Blood(baea)Blood(baea) 06/16104 

<< 1.61.6 

<< 1.61.6 

<< 1.61.6 

2121 

6.96.9 

<< 1.61.6 

<< 1.61.6 

< 0.06 

< 0.06 

< 0.06 

< 0.06 

< 0.06 

< 0.06 

<0.06 

<0.06<0.06 

<0.06 

<0.06 

<0.06 

<0.06 

<0.06 

< 0.05 

< 0.05 

< 0.05 

< 0.05 

<0.05<0.05 

<0.05 

<0.05 

1.91.9 

<0.05 

<0.05 

<0.05<0.05 

< 0.13<0.13 

0.180.18 

0.180.18 

<0.13<0.13 

0.550.55 

<0.13<0.13 

<0.13<0.13 

< 0.20 

0.290.29 

<0.20 

<0.20<0.20 

2.52.5 

0.250.25 

<0.20<0.20 

<0.20<0.20 

< 0.07 

< 0.07 

<0.07<0.07 

<0.07 

0.070.07 

0.380.38 

<0.07 

<0.07<0.07 

<0.07<0.07 

< 0.01 

<0.01 

0.50.5 

0.030.03 

<0.01 

3.73.7 

<0.01<0.01 

< 0.01 

<0.01<0.01 

< 0.08 

< 0.08 

< 0.08 

< 0.08 

< 0.08 

<0.08 

<0.08 

<0.08 

0.130.13 

<0.08 

<0.08<0.08 

<0.08 

< 0.07 

0.280.28 

<0.07 

<0.07<0.07 

3.63.6 

<0.07<0.07 

0.080.08 

<0.07<0.07 

PB-022805 •PB-02280S* ProcedureProcedure BlankBlank 0.540.54 0.000.00 0.000.00 0.070.07 0.060.06 0.010.01 0.010.01 0.010.01 0.020.02 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.000.00 0.020.02 0.000.00 0.040.04 0.000.00 0.000.00 0.020.02 0.020.02 

MS-022805-PCBMS-0228OS-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 7171 

6767 

3.63.6 

7070 

3737 

7070 

6.16.1 

7777 

170170 

7272 

1111 

7171 

3.03.0 

6666 

4848 

7373 

130130 

7575 

Quantitation 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod Quantltatlon LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

1.61.6 

4.34.3 

0.060.06 

0.180.18 

0.050.05 

0.150.15 

0.130.13 

0.360.36 

0.200.20 

0.580.58 

0.070.07 

0.210.21 

0.010.01 

0.030.03 

0.080.08 

0.230.23 

0.070.07 

0.220.22 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

'PB 

nlanla (not(not applicable)applicable) 

*PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 017017 018018 019019 020020 022022 024024 025025 026026 027027 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) 05127/03 

12491249 Blood(baea) 05/20103 Blood(baea) 05/20/03 

12651265 Blood(baea) 05/2B/03 Blood(baea) 05128103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06/23104 

13161316 Blood(baea) 06/0B/04 Blood(baea) 06/08104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

2.62.6 

<0.04<0.04 

0.130.13 

4.94.9 

0.910.91 

<0.04<0.04 

<0.04<0.04 

5.15.1 

< 0.17 <0.17 

0.360.36 

B.B 8.8 

1.51.5 

<0.17<0.17 

< 0.17 <0.17 

1.31.3 

<0.14<0.14 

<0.14<0.14 

1111 

0.520.52 

<0.14 < 0.14 

<0.14<0.14 

0.240.24 

< 0.01 <0.01 

0.110.11 

0.330.33 

0.160.16 

< 0.01 <0.01 

0.030.03 

0.360.36 

<0.06<0.06 

0.060.06 

2.32.3 

0.190.19 

< 0.06 <0.06 

<0.06<0.06 

0.190.19 

0.010.01 

0.020.02 

0.140.14 

0.020.02 

<0.01<0.01 

< 0.01 <0.01 

0.250.25 

< 0.03 <0.03 

0.050.05 

0.630.63 

0.310.31 

< 0.03 <0.03 

<0.03<0.03 

3.53.5 

<0.04<0.04 

0.230.23 

7.17.1 

1.31.3 

< 0.04 <0.04 

0.050.05 

1.71.7 

< 0.02 <0.02 

< 0.02 <0.02 

5.B 5.8 

0.10.1 

0.040.04 

< 0.02 <0.02 

PB-022805PB-D22805 •• ProcedureProcedure BlankBlank 0.020.02 0.050.05 0.020.02 0.000.00 0.010.01 0.000.00 0.000.00 0.000.00 0.000.00 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.040.04 0.010.01 0.010.01 0.010.01 0.000.00 0.000.00 0.D10.01 0.000.00 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 120120 

7777 

320320 

7575 

2626 

7474 

1212 

7878 

9595 

7979 

3.13.1 

7373 

1212 

5959 

3232 

5858 

1313 

7777 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.040.04 0.170.17 0.140.14 0.010.01 0.060.06 0.010.01 0.030.03 0.040.04 0.020.02 
HistoricalHistorical Method Quantitation Limit Method Quantltatlon limit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.120.12 0.460.46 0.390.39 0.040.04 0.160.16 0.030.03 O.OB 0.08 0.120.12 0.060.06 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nia nla (not(not applicable)applicable) 

'PB ·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 028028 031031 032032 033033 034034 035035 037,059037,059 040040 041041 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) 05/27/03 

12491249 Blood(baea) 05/20103 Blood(baea) 05/20/03 

12651265 Blood(baea) 05/28/03 Blood(baea) 05128103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06/08104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06/10/04 

13191319 Blood(baea)Blood(baea) 0611610406116104 

3.43.4 

< 0.29 <0.29 

0.450.45 

8.58.5 

1.91.9 

< 0.29 <0.29 

0.310.31 

3.73.7 

< 0.14 <0.14 

0.470.47 

8.68.6 

1.11.1 

<0.14<0.14 

0.340.34 

3.03.0 

<< 1.31.3 

<< 1.31.3 

6.46.4 

1.41.4 

<< 1.31.3 

<< 1.31.3 

0.810.81 

< 0.09 <0.09 

0.550.55 

1.31.3 

0.550.55 

< 0.09 <0.09 

0.160.16 

< 0.12 <0.12 

< 0.12 <0.12 

<0.12<0.12 

0.520.52 

< 0.12 <0.12 

< 0.12 <0.12 

< 0.12 <0.12 

< 0.02 <0.02 

0.380.38 

< 0.02 <0.02 

0.20.2 

<0.02<0.02 

0.040.04 

0.030.03 

1.61.6 

<0.13<0.13 

0.160.16 

2.72.7 

1.21.2 

<0.13<0.13 

<0.13<0.13 

1.21.2 

< 0.03 <0.03 

< 0.03 <0.03 

2.22.2 

< 0.03 <0.03 

0.040.04 

<0.03<0.03 

0.370.37 

<0.01<0.01 

<0.01<0.01 

0.820.82 

0.080.08 

< 0.01 <0.01 

<0.01 <0.Q1 

PB-022805 •PB-022805' ProcedureProcedure BlankBlank 0.020.02 0.020.02 0.000.00 0.010.01 0.000.00 0.000.00 0.060.06 0.030.03 0.000.00 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.040.04 0.030.03 0.000.00 0.090.09 0.000.00 0.Q10.Q1 0.080.08 0.090.09 0.000.00 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 170170 

5858 

190190 

5959 

7373 

7777 

170170 

7777 

0.530.53 

6464 

1.71.7 

6767 

1919 

8888 

4949 

7979 

3535 

8383 

HistoricalHistorical MethodMethod Detection Limit Detection LImit 0.290.29 0.140.14 1.31.3 0.090.09 0.120.12 0.020.02 0.130.13 0.030.03 0.010.01 

HistoricalHistorical Method Quantitation Limit Method Quantltatlon LImit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.870.87 0.400.40 3.63.6 0.240.24 0.380.38 0.060.06 0.390.39 0.080.08 0.030.03 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nfanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
ID 10 042042 043043 044044 045045 046046 047047 048048 049049 051051 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) 05/27/03 

12491249 Blood(baea) 05/20103 Blood(baea) 05120/03 

12651265 Blood(baea) 05/28/03 Blood(baea) 05128/03 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108/04 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

2.42.4 

< 0.11 <0.11 

0.150.15 

5.35.3 

0.570.57 

<0.11<0.11 

< 0.11 <0.11 

0.190.19 

<0.03<0.03 

< 0.03 <0.03 

0.470.47 

0.240.24 

0.090.09 

<0.03<0.03 

1515 

0.240.24 

0.950.95 

2424 

6.16.1 

0.510.51 

0.230.23 

1.81.8 

<0.04<0.04 

0.110.11 

3.43.4 

0.520.52 

<0.04<0.04 

<0.04<0.04 

0.710.71 

< 0.02 <0.02 

0.080.08 

1.11.1 

0.310.31 

0.030.03 

<0.02<0.02 

1.91.9 

0.420.42 

1.11.1 

<0.26<0.26 

0.620.62 

< 0.26 <0.26 

< 0.26 <0.26 

<< 1.61.6 

<< 1.61.6 

<< 1.61.6 

1.91.9 

<< 1.61.6 

<< 1.61.6 

<< 1.61.6 

1717 

0.350.35 

1.61.6 

2626 

6.26.2 

0.370.37 

0.670.67 

0.370.37 

< 0.01 <0.01 

<0.01<0.01 

1.11.1 

< 0.01 <0.01 

< 0.01 <0.Q1 

< 0.01 <0.01 

PB-022805·PB-022805 • ProcedureProcedure BlankBlank 0.000.00 0.000.00 0.080.08 0.000.00 0.000.00 0.000.00 0.000.00 0.080.08 0.000.00 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.050.05 0.000.00 0.090.09 0.000.00 0.000.00 0.000.00 0.000.00 0.130.13 0.040.04 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 6767 

7575 

1010 

7272 

290290 

8282 

6161 

8080 

2626 

8383 

< 0.26<0.26 

00 

6868 

7676 

170170 

6565 

1111 

7070 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical Method Quantitation Method Quantitatlon LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.110.11 

0.290.29 

0.030.03 

0.090.09 

0.160.16 

0.410.41 

0.040.04 

0.110.11 

0.020.02 

0.050.05 

0.260.26 

0.750.75 

1.61.6 

4.94.9 

0.330.33 

0.930.93 

0.010.01 

0.030.03 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC with ECD.with ECO. 

nlanla (not(not applicable)applicable) 

·PB 'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 052052 053053 054054 055055 056,060056,060 057057 058058 063063 064064 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27/03Blood(baea) 05127/03 

12491249 Blood(baea) 05/20/03Blood(baea) 05/20103 

12651265 Blood(baea) 05/28/03Blood(baea) 05/28103 

13211321 Blood(baea) 06/23/04Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10/04(wnv) 06110/04 

13191319 Blood(baea) 06/16/04Blood(baea) 06116104 

2626 

< 0.35<0.35 

1.71.7 

2424 

6.96.9 

0.620.62 

0.80.8 

2.02.0 

< 0.05<0.05 

0.120.12 

7.77.7 

0.440.44 

<0.05<0.05 

<< 0.050.05 

<0.03<0.03 

<0.03<0.03 

< 0.03<0.03 

0.180.18 

< 0.03<0.03 

< 0.03<0.03 

<0.03<0.03 

0.10.1 

0.00.0 

0.090.09 

0.110.11 

0.140.14 

0.00.0 

0.00.0 

1.31.3 

< 0.48<0.48 

0.60.6 

5.35.3 

2.32.3 

< 0.48<0.48 

<0.48<0.48 

0.330.33 

<0.04<0.04 

0.080.08 

0.380.38 

0.080.08 

< 0.04<0.04 

<0.04<0.04 

0.590.59 

0.080.08 

0.250.25 

0.240.24 

0.290.29 

<0.02<0.02 

0.110.11 

1.11.1 

0.040.04 

0.090.09 

1.91.9 

0.490.49 

0.050.05 

0.050.05 

5.85.8 

<0.12<0.12 

0.510.51 

1010 

2.12.1 

0.160.16 

0.190.19 

PB-022805PB-022805 • • ProcedureProcedure BlankBlank 0.150.15 0.000.00 0.000.00 0.000.00 0.340.34 0.000.00 0.000.00 0.000.00 0.030.03 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.140.14 0.000.00 0.000.00 0.000.00 0.350.35 0.000.00 0.000.00 0.010.01 0.040.04 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 310310 

6666 

5858 

7979 

0.610.61 

305305 
3.03.0 

7474 

150150 

7474 

1.11.1 

6060 
0.580.58 

7373 

6.96.9 

6868 

110110 

7474 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.350.35 0.050.05 0.030.03 0.000.00 0.480.48 0.040.04 0.020.02 0.030.03 0.120.12 
HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.920.92 0.140.14 0.090.09 0.010.01 1.41.4 0.130.13 0.050.05 0.090.09 0.340.34 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

n/anla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 066066 067067 069069 070070 071071 072072 074074 075075 082082 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) OS/27/03 Blood(baea) 05127/03 

12491249 Blood(baea) OS/20/03 Blood(baea) 05/20/03 

12651265 Blood(baea) OS/28/03 Blood(baea) 05/28103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10/04 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

1111 

< 0.37 <0.37 

0.680.68 

1515 

5.55.5 

< 0.37 <0.37 

< 0.37 <0.37 

0.130.13 

< 0.13 <0.13 

0.230.23 

0.370.37 

0.260.26 

0.140.14 

< 0.13 <0.13 

0.070.07 

<0.04<0.04 

<0.04<0.04 

0.160.16 

0.190.19 

< 0.04 <0.04 

<0.04<0.04 

4.34.3 

0.450.45 

1.51.5 

1111 

4.54.5 

0.450.45 

0.630.63 

4.64.6 

0.310.31 

1.61.6 

6.66.6 

1.81.8 

0.180.18 

0.270.27 

1.01.0 

<0.01<0.01 

0.170.17 

1.81.8 

0.330.33 

< 0.01 <0.01 

0.010.01 

4.84.8 

< 0.28 <0.28 

0.480.48 

9.79.7 

3.63.6 

< 0.28 <0.28 

< 0.28 <0.28 

0.780.78 

<0.02<0.02 

0.320.32 

0.610.61 

0.490.49 

<0.02<0.02 

<0.02<0.02 

1.41.4 

0.220.22 

0.580.58 

0.640.64 

2.22.2 

<0.07<0.07 

0.160.16 

PB-022805·PB-022805 • ProcedureProcedure BlankBlank 0.050.05 0.050.05 0.000.00 0.160.16 0.090.09 0.010.01 0.040.04 0.000.00 0.060.06 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.050.05 0.110.11 0.000.00 0.160.16 0.100.10 0.000.00 0.040.04 0.010.01 0.050.05 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 150150 

6565 

4.54.5 

5858 

0.310.31 

6161 

270270 

6868 

6666 

7878 

0.780.78 

5959 

9090 

6666 

2.42.4 

7676 

4545 

8787 

HistoricalHistorical MethodMethod Detection limit Detection Limit 

HistoricalHistorical Method Quantitation limit Method Quantltatlon Limit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.370.37 

1.11.1 

0.130.13 

0.390.39 

0.040.04 

0.100.10 

0.370.37 

1.01.0 

0.170.17 

0.480.48 

0.010.Q1 

0.040.04 

0.280.28 

0.800.80 

0.020.02 

0.060.06 

0.070.07 

0.160.16 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB 'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 083083 084084 085085 086086 087087 090090 091091 092092 095095 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) OS/27/03 Blood(baea) 05/27/03 

12491249 Blood(baea) OS/20/03 Blood(baea) 05120/03 

12651265 Blood(baea) OS/28/03 Blood(baea) 05/28103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10/04 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

0.340.34 

< 0.01 <0.01 

0.040.04 

0.320.32 

0.230.23 

< 0.01 <0.01 

< 0.01 <0.01 

4.94.9 

0.390.39 

1.21.2 

5.45.4 

4.14.1 

0.530.53 

0.460.46 

2.92.9 

0.310.31 

0.480.48 

3.83.8 

2.42.4 

0.30.3 

<0.24<0.24 

0.640.64 

< 0.01 <0.01 

0.160.16 

0.760.76 

0.630.63 

0.010.01 

0.010.01 

4.74.7 

0.570.57 

1.51.5 

6.76.7 

5.75.7 

0.70.7 

0.640.64 

2.32.3 

0.360.36 

0.250.25 

2.52.5 

1.11.1 

0.260.26 

0.260.26 

3.23.2 

0.150.15 

0.430.43 

3.93.9 

1.51.5 

0.180.18 

0.180.18 

6.66.6 

0.220.22 

0.740.74 

5.55.5 

4.24.2 

0.380.38 

0.290.29 

1313 

0.870.87 

3.03.0 

1414 

8.68.6 

1.11.1 

1.11.1 

PB-022805 •PB-D22805· ProcedureProcedure BlankBlank 0.000.00 0.140.14 0.050.05 0.000.00 0.230.23 0.090.09 0.030.03 0.070.07 0.360.36 

MB-022805MB-D22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.000.00 0.150.15 0.050.05 0.000.00 0.220.22 0.080.08 0.050.05 0.080.08 0.330.33 

MS-022805-PCBM5-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 4.24.2 

7474 

110110 

8787 

4141 

3030 

1.91.9 

7171 

120120 

7272 

5.15.1 

6464 

3939 

6868 

5454 

6969 

280280 

7373 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.010.01 0.150.15 0.240.24 0.010.01 0.310.31 0.180.18 0.070.07 0.140.14 0.440.44 

HistoricalHistorical Method Quantitation Limit Method Quantltatlon limit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.040.04 0.350.35 0.700.70 0.020.02 0.780.78 0.540.54 0.170.17 0.360.36 1.11.1 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

n/anla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 096096 097097 099099 101101 102102 105105 109109 110110 112112 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) 05127/03 

12491249 Blood(baea) 05/20103 Blood(baea) 05120/03 

12651265 Blood(baea) 05/28/03 Blood(baea) 05128103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

0.330.33 

< 0.10 <0.10 

0.470.47 

0.250.25 

0.180.18 

<0.10<0.10 

< 0.10 <0.10 

4.34.3 

0.410.41 

1.31.3 

6.46.4 

4.74.7 

0.510.51 

0.490.49 

1313 

0.740.74 

1.71.7 

1111 

7.07.0 

0.80.8 

0.80.8 

1414 

1.41.4 

3.93.9 

1313 

1111 

1.71.7 

1.51.5 

0.760.76 

< 0.05 <0.05 

0.050.05 

0.670.67 

1.31.3 

0.070.07 

0.180.18 

5.05.0 

< 0.66 <0.66 

2.12.1 

6.36.3 

5.25.2 

< 0.66 <0.66 

<0.66<0.66 

1.61.6 

0.110.11 

0.290.29 

2.22.2 

1.91.9 

0.150.15 

0.080.08 

1717 

1.21.2 

3.93.9 

1818 

1515 

1.61.6 

1.51.5 

0.360.36 

<0.06<0.06 

0.150.15 

0.630.63 

0.220.22 

<0.06<0.06 

< 0.06 <0.06 

PB·022805PB-022805 •• ProcedureProcedure BlankBlank 0.000.00 0.150.15 0.170.17 0.520.52 0.020.02 0.160.16 0.020.02 0.490.49 0.000.00 

MB·022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.150.15 0.160.16 0.510.51 0.040.04 0.130.13 0.030.03 0.470.47 0.000.00 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 3.53.5 

8282 
9797 

7171 

9696 

7070 

260260 

7171 

6.86.8 

7070 

8080 

7070 

1818 

7070 

260260 

7171 

0.910.91 

6969 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.100.10 0.260.26 0.360.36 0.720.72 0.050.05 0.660.66 0.050.05 0.610.61 0.060.06 
HistoricalHistorical Method Quantitation Method Quantitatlon LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.310.31 0.660.66 0.930.93 1.81.8 0.140.14 1.91.9 0.130.13 1.41.4 0.170.17 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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(ng/g)TableTable 3:3: PCBPCB CongenersCongeners (nglg) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
IDID 

FieldField 
IDID 113113 114114 115115 117117 118118 119119 122122 123123 128128 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27/03 Blood(baea) OS/27/03 

12491249 Blood(baea) 05/20103 Blood(baea) OS/20/03 

1265 126S Blood(baea) 05/28/03 Blood(baea) OS/28103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

0.53 0.S3 

<0.04<0.04 

0.070.07 

0.80.8 

0.220.22 

< 0.04 <0.04 

< 0.04 <0.04 

0.470.47 

<0.04<0.04 

0.120.12 

0.670.67 

0.52 0.S2 

0.090.09 

< 0.04 <0.04 

0.270.27 

<0.02<0.02 

0.090.09 

0.380.38 

0.190.19 

0.030.03 

0.05 O.OS 

5.0 s.o 
0.05 O.OS 

0.130.13 

2.72.7 

0.910.91 

0.110.11 

<0.05 <O.OS 

1717 

2.12.1 

4.74.7 

1818 

1818 

2.02.0 

1.81.8 

1.51.S 

0.110.11 

0.170.17 

1.31.3 

0.940.94 

0.080.08 

0.040.04 

0.120.12 

< 0.03 <0.03 

0.080.08 

0.210.21 

0.230.23 

<0.03<0.03 

< 0.03 <0.03 

0.980.98 

0.15 0.1S 

0.640.64 

0.310.31 

0.5 O.S 

0.010.01 

0.110.11 

4.14.1 

0.460.46 

0.80.8 

3.03.0 

3.73.7 

0.420.42 

0.35 0.3S 

PB-022805 •PB-D22805· ProcedureProcedure BlankBlank 0.010.01 0.020.02 0.000.00 0.020.02 0.390.39 0.000.00 0.000.00 0.000.00 0.080.06 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.Q10.01 0.030.03 0.000.00 0.000.00 0.360.36 0.000.00 0.000.00 0.010.01 0.05O.OS 

MS-022805-PCBMS-D22805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 1.41.4 

125125 

7.07.0 

6868 

6.66.6 

6969 

9.79.7 

7979 

200200 

7070 

4.14.1 

7979 

2.62.6 

7171 

2.42.4 

6161 

4848 

7474 

HistoricalHistorical MethodMethod Detection Limit Detection limit 0.040.04 0.040.04 0.020.02 0.05O.OS 0.760.76 0.020.02 0.030.03 0.010.01 0.140.14 

HistoricalHistorical Method Quantitation Limit Method Quantltatlon limit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.110.11 0.130.13 0.05 O.OS 0.140.14 1.91.9 0.060.06 0.08 0.06 0.040.04 0.360.36 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB ·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 129129 130130 131131 132132 133133 134134 136136 137137 138138 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328S 33285 

3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) 05127/03 

12491249 Blood(baea) 05/20103 Blood(baea) 05120/03 

12651265 Blood(baea) 05/28/03 Blood(baea) 05128/03 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123/04 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06/16104 

0.490.49 

0.080.08 

0.160.16 

0.610.61 

0.940.94 

0.080.08 

<0.07<0.07 

1.71.7 

0.160.16 

0.230.23 

0.950.95 

1.41.4 

0.150.15 

0.120.12 

0.210.21 

0.030.03 

0.110.11 

0.130.13 

0.040.04 

<0.01<0.01 

0.030.03 

3.83.8 

< 0.56 <0.56 

1.21.2 

2.92.9 

4.14.1 

< 0.56 <0.56 

< 0.56 <0.56 

0.440.44 

< 0.18 <0.18 

< 0.18 <0.18 

0.370.37 

0.230.23 

<< 0.180.18 

<0.18<0.18 

0.860.86 

0.040.04 

0.20.2 

0.80.8 

0.880.88 

0.080.08 

0.050.05 

1.31.3 

0.090.09 

0.410.41 

1.31.3 

1.21.2 

0.140.14 

0.150.15 

1.01.0 

0.120.12 

0.390.39 

0.950.95 

1.11.1 

0.190.19 

0.10.1 

2222 

3.13.1 

5.05.0 

1313 

1717 

2.22.2 

2.52.5 

PB-02280S'PB-022805 • ProcedureProcedure BlankBlank 0.010.Q1 0.030.03 0.000.00 0.210.21 0.000.00 0.020.02 0.070.07 0.000.00 0.440.44 

MB-02280SMB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.010.01 0.000.00 0.000.00 0.120.12 0.000.00 0.030.03 0.060.06 0.020.02 0.340.34 

MS-022805-PCBMS-022805-PCB background correctedbackground correC1ed 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 1515 

7171 

1616 

7272 

5.15.1 

7171 

120120 

8888 

4.24.2 

7373 

2020 

5656 

6464 

7373 

1313 

7272 

240240 

7373 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.070.07 0.060.06 0.010.01 0.S60.56 0.180.18 0.030.03 0.090.09 0.090.09 1.11.1 
HistoricalHistorical Method Quantitation Method Quantitatlon LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.190.19 0.160.16 0.040.04 1.41.4 0.550.55 0.080.08 0.240.24 0.260.26 2.82.8 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC with ECD.with ECO. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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(ng/g)TableTable 3:3: PCBPCB CongenersCongeners (nglg) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 139139 141141 144144 146146 147147 149149 151151 153153 156156 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27/03Blood(baea) 05127/03 

12491249 Blood(baea)Blood(baea) 05/20/0305/20/03 

12651265 Blood(baea) 05/28/03Blood(baea) 05128103 

13211321 Blood(baea) 06/23/04Blood(baea) 08123104 

13161316 Blood(baea) 06/08/04Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10/04(wnv) 06110/04 

13191319 Blood(baea) 06/16/04Blood(baea) 06/16104 

0.380.38 

0.140.14 

0.050.05 

0.270.27 

0.590.59 

0.030.03 

0.150.15 

4.14.1 

0.590.59 

1.21.2 

2.02.0 

3.93.9 

0.420.42 

0.380.38 

0.80.8 

0.140.14 

0.350.35 

0.430.43 

0.820.82 

0.090.09 

0.120.12 

6.86.8 

0.730.73 

0.960.96 

3.93.9 

3.83.8 

0.50.5 

0.560.56 

0.250.25 

< 0.01<0.01 

0.030.03 

0.20.2 

0.10.1 

<0.01<0.01 

< 0.01< 0.Q1 

1717 

2.22.2 

5.15.1 

1212 

1212 

1.81.8 

2.22.2 

3.93.9 

0.530.53 

0.920.92 

4.24.2 

3.43.4 

0.420.42 

0.50.5 

3434 

5.45.4 

7.37.3 

1818 

1818 

3.63.6 

4.44.4 

1.51.5 

< 0.50<0.50 

< 0.50<0.50 

1.51.5 

1.71.7 

< 0.50<0.50 

<0.50<0.50 

PB-022805PB-022805 • • ProcedureProcedure BlankBlank 0.020.02 0.060.06 0.030.03 0.100.10 0.000.00 0.490.49 0.100.10 0.690.69 0.050.05 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.020.02 0.070.07 0.040.04 0.080.08 0.000.00 0.430.43 0.100.10 0.860.86 0.060.06 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 4.34.3 

7171 

8585 

7272 

2424 

7171 

4545 

7171 

1.11.1 

6969 
300300 

7373 

9999 

7171 

310310 

7575 

2727 

7171 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical Method QuantitationMethod Quantitatlon LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.020.02 

0.050.05 

0.230.23 

0.630.63 

0.060.06 

0.170.17 

0.260.26 

0.670.67 

0.010.01 

0.040.04 

0.660.66 

1.71.7 

0.190.19 

0.520.52 

1.61.6 

4.24.2 

0.500.50 

1.51.5 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC with ECD.with ECO. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
IDID 

FieldField 
ID10 157157 158158 163163 164164 166166 167167 170170 171171 172172 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea)Blood(baea) 05/27/0305/27/03 

12491249 Blood(baea) 05/20103Blood(baea) 05/20/03 

12651265 Blood(baea) 05/28/03Blood(baea) 05/28103 

13211321 Blood(baea) 06/23/04Blood(baea) 06/23104 

13161316 Blood(baea) 06/08/04Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104(wnv) 06110/04 

13191319 Blood(baea) 06/16/04Blood(baea) 06116104 

1.11.1 

< 0.25<0.25 

0.530.53 

0.420.42 

0.700.70 

< 0.25<0.25 

<0.25<0.25 

2.02.0 

0.350.35 

0.550.55 

1.51.5 

2.82.8 

0.260.26 

0.240.24 

7.57.5 

1.21.2 

3.33.3 

5.65.6 

8.98.9 

0.880.88 

0.530.53 

3.23.2 

0.450.45 

0.510.51 

2.12.1 

2.02.0 

0.390.39 

0.310.31 

< 0.27<0.27 

<0.27<0.27 

<0.27<0.27 

< 0.27<0.27 

0.310.31 

< 0.27<0.27 

< 0.27<0.27 

1.31.3 

0.230.23 

0.530.53 

0.610.61 

1.01.0 

0.150.15 

0.070.07 

1818 

9.09.0 

6.76.7 

1515 

9.19.1 

6.26.2 

4.14.1 

1.51.5 

0.30.3 

0.310.31 

0.820.82 

0.960.96 

0.210.21 

0.260.26 

1.11.1 

0.180.18 

0.180.18 

0.610.61 

0.740.74 

0.120.12 

0.100.10 

PB-022805PB-022805 • • ProcedureProcedure BlankBlank 0.020.02 0.030.03 0.200.20 0.030.03 0.000.00 0.000.00 0.480.48 0.050.05 0.010.01 

MB-022805MB-022805 MATRIXMATRIX Blank CalfBlank CaH SerumSerum 0.030.03 0.050.05 0.270.27 0.020.02 0.000.00 0.000.00 0.440.44 0.080.08 0.010.01 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 5.15.1 

7373 

3838 

7070 

6464 

7676 

2929 

6464 

1.01.0 

7272 

8.58.5 

7474 

150150 

7272 

3434 

7272 

1818 

7272 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.250.25 0.140.14 0.210.21 0.060.06 0.270.27 0.050.05 1.31.3 0.090.09 0.080.08 

HistoricalHistorical Method QuantitationMethod Quantitatlon LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.760.76 0.380.38 0.540.54 0.170.17 0.790.79 0.150.15 3.73.7 0.250.25 0.230.23 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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(ng/g)TableTable 3:3: PCBPCB CongenersCongeners (nglg) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
10ID 

FieldField 
10ID 173173 174174 175175 176176 177In 178178 179179 180180 183183 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) OS/27/03Blood(baea) 05/27/03 

12491249 Blood(baea) OS/20/03Blood(baea) 05120/03 

12651265 Blood(baea) OS/28/03Blood(baea) 05/28103 

13211321 Blood(baea) 06/23/04Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06/10/0406/10/04 

13191319 Blood(baea) 06/16/04Blood(baea) 06116104 

< 0.07<0.07 

< 0.07<0.07 

< 0.07<0.07 

< 0.07<0.07 

<0.07<0.07 

<0.07<0.07 

< 0.07<0.07 

5.05.0 

3.93.9 

4.24.2 

2.72.7 

6.76.7 

<0.86<0.86 

< 0.86<0.86 

0.260.26 

< 0.05<0.05 

0.050.05 

0.130.13 

0.250.25 

< 0.05<0.05 

< 0.05<0.05 

0.320.32 

0.050.05 

0.090.09 

0.270.27 

0.220.22 

0.050.05 

<0.04<0.04 

3.43.4 

0.440.44 

0.540.54 

1.61.6 

2.32.3 

0.270.27 

0.320.32 

1.91.9 

0.250.25 

0.240.24 

1.31.3 

0.890.89 

0.120.12 

0.170.17 

1.61.6 

0.230.23 

0.720.72 

0.840.84 

0.850.85 

0.20.2 

0.210.21 

1212 

2.62.6 

2.52.5 

6.56.5 

8.88.8 

1.51.5 

1.71.7 

6.26.2 

0.950.95 

1.41.4 

2.02.0 

3.23.2 

0.550.55 

0.610.61 

PB-022805 •PB-022805 * ProcedureProcedure BlankBlank 0.000.00 0.010.01 0.020.02 0.010.01 0.010.01 0.000.00 0.000.00 0.370.37 0.140.14 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.000.00 0.000.00 0.000.00 0.010.01 0.040.04 0.010.01 0.020.02 0.270.27 0.100.10 

MS-022805-PCBM8-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 2.22.2 

7070 

140140 

7373 

5.95.9 

7272 

1111 

8383 

6161 

7474 

2323 

7272 

5353 

7272 

210210 

7373 

7272 

7373 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.070.07 

0.230.23 

0.860.86 

2.52.5 

0.050.05 

0.140.14 

0.040.04 

0.110.11 

0.180.18 

0.490.49 

0.050.05 

0.140.14 

0.070.07 

0.180.18 

0.920.92 

2.52.5 

0.330.33 

0.950.95 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC with ECD.with ECO. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 185185 187187 189189 190190 191191 193193 194194 195195 196196 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) OS/27/03 

12491249 Blood(baea) 05/20103 Blood(baea) OS/20/03 

12651265 Blood(baea) 05/28/03 Blood(baea) OS/28103 

13211321 Blood(baea) 06123/04 Blood(baea) 06123104 

13161316 Blood(baea)Blood(baea) 06/08/0406/08/04 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

0.290.29 

0.090.09 

0.080.08 

0.240.24 

0.260.26 

<0.03<0.03 

0.050.05 

1313 

2.02.0 

1.81.8 

7.07.0 

7.57.5 

1.11.1 

1.31.3 

0.320.32 

0.080.08 

0.230.23 

0.170.17 

0.390.39 

0.040.04 

0.040.04 

0.810.81 

0.200.20 

< 0.17 <0.17 

0.670.67 

0.680.68 

<0.17<0.17 

< 0.17 <0.17 

0.20.2 

0.040.04 

0.040.04 

0.10.1 

0.140.14 

<0.04<0.04 

< 0.04 <0.04 

0.910.91 

0.170.17 

0.170.17 

0.540.54 

0.870.87 

0.10.1 

0.090.09 

2.82.8 

0.550.55 

0.410.41 

1.51.5 

1.41.4 

0.250.25 

0.260.26 

1.41.4 

0.180.18 

0.170.17 

0.60.6 

0.590.59 

<< 0.110.11 

0.120.12 

1.81.8 

0.370.37 

0.290.29 

1.11.1 

0.910.91 

<0.20<0.20 

0.290.29 

PB-022805 •PB-022805· ProcedureProcedure BlankBlank 0.020.02 0.160.16 0.000.00 0.080.08 0.000.00 0.000.00 0.030.03 0.010.01 0.090.09 

MB-022805MB-Q22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.000.00 0.120.12 0.020.02 0.000.00 0.000.00 0.000.00 0.020.02 0.020.02 0.100.10 

MS-022805-PCBM8-02280S-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCB CalfSpike-PCB CaH SerumSerum 1313 

7373 

130130 

7474 

3.93.9 

7575 

2323 

7171 

4.24.2 

7575 

1212 

7979 

4141 

7272 

2323 

7272 

2323 

7373 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.030.03 

0.080.08 

0.550.55 

1.51.5 

0.030.03 

0.090.09 

0.170.17 

0.490.49 

0.040.04 

0.110.11 

0.060.06 

0.170.17 

0.140.14 

0.400.40 

0.110.11 

0.330.33 

0.200.20 

0.530.53 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB ·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 197197 198198 199199 200200 201201 202202 203203 20S205 206206 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328S 33285 
3328633286 

12641264 Blood(baea) 05/27103 Blood(baea) 05127/03 

12491249 Blood(baea) 05/20103 Blood(baea) 05/20/03 

12651265 Blood(baea) 05/28/03 Blood(baea) 05128103 

13211321 Blood(baea) 06/23/04 Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04 Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104 (wnv) 06110/04 

13191319 Blood(baea) 06/16/04 Blood(baea) 06116104 

0.220.22 

<0.13<0.13 

<0.13<0.13 

0.130.13 

0.130.13 

< 0.13 <0.13 

< 0.13 <0.13 

0.140.14 

0.010.01 

0.080.08 

0.100.10 

0.720.72 

0.010.01 

< 0.00 <0.00 

4.24.2 

0.640.64 

0.690.69 

2.52.5 

2.42.4 

0.440.44 

0.430.43 

0.130.13 

< 0.08 <0.08 

< 0.08 <0.08 

0.150.15 

0.160.16 

<0.08<0.08 

< 0.08 <0.08 

0.430.43 

0.050.05 

0.110.11 

0.180.18 

0.220.22 

0.040.04 

<0.04<0.04 

1.21.2 

< 0.08 <0.08 

0.130.13 

0.720.72 

0.330.33 

0.090.09 

0.120.12 

3.33.3 

<0.40<0.40 
0.610.61 

2.02.0 

1.61.6 

< 0.40 <0.40 

< 0.40 <0.40 

0.140.14 

0.040.04 

<0.01<0.01 

0.150.15 

0.110.11 

0.040.04 

<0.01<0.01 

3.63.6 

0.350.35 

0.640.64 

2.02.0 

1.01.0 

0.360.36 

0.320.32 

PB·02280S·PB-022805 • ProcedureProcedure BlankBlank 0.040.04 0.000.00 0.010.01 0.020.02 0.020.02 0.010.01 0.050.05 0.000.00 0.040.04 

MB·02280SMB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.050.05 0.000.00 0.040.04 0.020.02 0.010.01 0.000.00 0.030.03 0.000.00 0.020.02 

MS·02280S·PCBM5-02280S-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 2.12.1 

6767 

2.72.7 

6969 

4343 

7373 

6.86.8 

7171 

5.75.7 

7171 

8.18.1 

7171 

3535 

7373 

2.42.4 

7171 

1111 

7272 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical Method Quantitation Method Quantltation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.130.13 

0.360.36 

0.000.00 

0.010.01 

0.150.15 

0.420.42 

0.080.08 

0.250.25 

0.040.04 

0.110.11 

0.080.08 

0.230.23 

0.400.40 

1.21.2 

0.010.01 

0.040.04 

0.160.16 

0.460.46 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

n/anla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 3:3: PCBPCB CongenersCongeners (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 208208 209209 TotalTotal PCBsPCBs 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea)Blood(baea) 05/27/0305/27/03 

12491249 Blood(baea) 05/20103Blood(baea) 05120/03 

12651265 Blood(baea)Blood(baea) 05/28/0305/28/03 

13211321 Blood(baea) 06/23/04Blood(baea) 06123104 

13161316 Blood(baea) 06/08/04Blood(baea) 06108104 

13171317 Blood(baea)Blood(baea) (wnv) 06/10104(wnv) 06110/04 

13191319 Blood(baea) 06/16/04Blood(baea) 06116104 

1.71.7 

<0.35<0.35 

0.700.70 

0.770.77 

2.72.7 

<0.35<0.35 

< 0.35<0.35 

2.42.4 

<< 1.81.8 

<< 1.81.8 

<< 1.81.8 

2.32.3 

<< 1.81.8 

<< 1.81.8 

460460 

5757 

100100 

520520 

310310 

4242 

4343 

PB-022805PB-022805 • • ProcedureProcedure BlankBlank 0.090.09 0.640.64 1111 

MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.100.10 0.720.72 1010 

MS-022805-PCBMS-022805-PCB backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum 1.91.9 

6363 

0.380.38 

1212 
8,3008,300 

7272 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.350.35 1.81.8 1919 
HistoricalHistorical Method Quantitation LimitMethod Quantltatlon limit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.970.97 4.74.7 4646 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 4:4: PercentPercent RecoveriesRecoveries ofof PCBPCB ProceduralProcedural RecoveryRecovery StandarsStandars inin EagleEagle BloodBlood Samples.Samples. 

SampleSample FieldField FIELDFIELD SampleSample Gram­Gram­ %% 029029 155155 ~!04~!04 

1010 1010 LOCATIONLOCATION TypeType equivalentsequivalents 
for Analysis (g} for Anal~sis {sl 

LipidLipid %% %% %% 
Recovery Recovery Recovery Recove~ Recove~ Recove~ 

3328033280 12641264 Blood(baea)Blood(baea) 05/2710305/27103 AstorAstor Cove,Cove, HudsonHudson R.R. EAGLEEAGLE BloodBlood 4.944.94 0.600.60 8080 6868 16969 
3328133281 12491249 Blood(baea)Blood(baea) 05/2010305/20103 LecthworthLecthworth StateState Park,Park, LivingstonLivingston EAGLEEAGLE BloodBlood 4.924.92 0.700.70 7979 7474 "7777 
3328233282 12651265 Blood(baea) 05/28/03Blood(baea) 05/28103 Bashakill,Bashakill, BasherBasher killkill EAGLEEAGLE BloodBlood 1.041.04 1.891.89 8282 7575 '7878 
3328333283 13211321 Blood(baea) 06/23/04Blood(baea) 06/23104 NewNew WaterfordWaterford NestNest #NY#NY 9797 EAGLEEAGLE BloodBlood 4.024.02 0.490.49 8282 7979 '7878 
3328433284 13161316 Blood(baea) 06/08/04Blood(baea) 06/08104 Pillar Pt.lMuskiePillar Pt.!Muskie CreekCreek #NY#NY 5353 EAGLEEAGLE BloodBlood 0.500.50 1.961.96 8080 7373 7676 
3328533285 13171317 Blood(baea)Blood(baea) (wnv) 06/10104(wnv) 06110/04 MontezumaMontezuma 11 NestNest #NY#NY 44 EAGLEEAGLE BloodBlood 4.974.97 0.590.59 8383 7474 "77n 
3328633286 13191319 Blood(baea) 06/16/04Blood(baea) 06116104 TustenTusten NestNest #NY#NY 2020 EAGLEEAGLE BloodBlood 3.953.95 0.500.50 7676 7474 "77n 

PB-022805PB-022805 ProcedureProcedure BlankBlank QA/QCQA/QC Na2S04Na2S04 5.665.66 nlanla 7777 6969 '75J5 
MB-022805MB-D22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum QA/QCQA/QC CalfCalf SerumSerum 4.924.92 0.300.30 7777 7171 75~75 

MS-022805-PCBM5-022805-PCB MATRIXMATRIX Spike-PCBSpike-PCB CalfCalf SerumSerum QA/QCQA/QC CalfCalf SerumSerum 4.924.92 0.300.30 7878 7171 74~74 

AverageAverage 7979 7373 ;r676 
SD(n-1)5D(n-1) 2.32.3 3.33.3 :'1.72.7 
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TableTable 5:5: OrganochlorineOrganochlorine PesticidesPesticides (nglg)(nglg) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NYNY 

3326S 

3327S 

SampleSample 
1010 

3326233262 

3326333263 

3326433264 

33265 
33266-133266-1 
33266-233266-2 

33266-333266-3 
3326733267 

3326833268 
3326933269 

3327033270 

3327133271 

3327233272 
33273-133273-1 
33273-233273-2 

33273-333273-3 
3327433274 

33275 

3327633276 
332n332n 

33278-133278-1 
33278-233278-2 
33278-333278-3 

3327933279 

05/02103 

05/13103 

06/03103 

OS/27/03 

Egg(baea) OS/27/03 

OS/27/03 

05/30/03 

06/12103 

06/12103 

06/12103 

06/06/03 

06/06/03 

OS/25/04 

OS/25/04 

OS/25/04 

OS/25/04 

1310-a OS/27/04 

05/04/04 

OS/27/04 

05/04/04 

05/04/04 

05/04/04 

06/03/04 

FieldField 
1010 

12421242 Egg(baea)Egg(baea) 05lD2lD3 

12461246 Egg(baea)Egg(baea) 05113103 

12481248 Egg(baea)Egg(baea) OS/22103OS/22103 

12521252 Egg(baea)Egg(baea) 06103103 

12501250 Egg(baea)Egg(baea) 05127103 
12501250 Egg(boea) 05127103 

12501250 Egg(baea)Egg(baea) 05127103 
12511251 Egg(baea)Egg(baea) 05I30I03 

1256a1256a Egg(baea)Egg(baea) 06112103 
1256b1256b Egg(baea)Egg(baea) 06112103 

1256-c1256-c Egg(baea)Egg(baea) 06112103 

1257-a1257-a Egg(baea)Egg(baea) 06106103 

1257-b1257-b Egg(baea)Egg(baea) 06106103 

13081308 Egg(baea)Egg(baea) 05125104 

13081308 Egg(baea)Egg(baea) 05125/04 

13081308 Egg(baea)Egg(baea) 05l25I04 

13091309 Egg(baea)Egg(baea) 05l25I04 

131G-a Egg(baea)Egg(baea) 05127104 
1313-b1313-b Egg(baea)Egg(baea) 05/04104 

13111311 Egg(baea)Egg(baea) 05127104 

1313-a1313-a Egg(baea)Egg(baea) 05I04I04 

1313-a1313-a Egg(baea)Egg(baea) 05I04I04 

1313-a1313-a Egg(baea)Egg(baea) 05I04I04 
13151315 Egg(baea)Egg(baea) 06I03I04 

Cruger's 

Creek, 

ReselVoir, 

ReselVoir, 

ReselVoir, 

Hancock Delware 

Vlai, 

Roger's Nest 

Roger's 

Nest 

89-b 

77 

Beerston Nest 

89-a 

89-a 

FIELDFIELD 

LOCATIONLOCATION 

Cruge~s Island,Island, HudsonHudson R.R. 

Gay'sGay's Point,Point, HudsonHudson R.R. 

CastletonCastleton Island,Island, HudsonHudson R.R. 

MuskellungeMuskellunge Creek. JeffersonJefferson CoCo 

AshohanAshohan Reservoir, UlsterUlster Co.Co. 
AshohanAshohan Reservoir, UlsterUlster Co.Co. 
AshohanAshohan Reservoir, UlsterUlster Co.Co. 
Hanoock Island,Island, Oelware Co.Co. 

FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. 

FranklingtonFranklington Vlait SchoharieSchoharie Co.Co. 

FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. 

Dunraven,Dunraven, DelwareDelware Co.Co. 
Dunraven,Dunraven, DelwareDelware Co.Co. 

Roger'sRoger's IslandIsland NestNest #NY#NY 5656 

Roge~s IslandIsland Nosl #NY#NY 5656 

Roge~s IslandIsland NestNest #NY#NY 5656 

InbachtInbacht BayBay NestNest #NY#NY 2828 

CastletonCastleton IslandIsland Nesl #NY#NY 5252 
BeerstonBeerston 22 NestNest #NY#NY B9-b 

BronxBronx IslandIsland NestNest #NY#NY n 
Beenltan 22 Nesl #NY#NY 89-a89-a 

BeerstonBeerston 22 NestNest #NY#NY 89·a 
BeerstonBeerston 22 NestNest #NY#NY 89·a 
RoundoutRoundout 33 NestNest #NY#NY 9595 

ng/gnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

nglgnglg 

SampleSample 
TypeType 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

EAGLEEAGLE EGGEGG 

Analvsis 

9.88 

Gram­Gram­
equivalentsequivalents 

forfor Analysis (g) 

9.849.84 

9.859.85 

9.899.89 

9.859.85 

9.889.88 

9.889.88 

9.859.85 

9.66 

9.849.84 

9.859.85 

9.859.85 

9.879.87 

9.849.84 

9.859.85 

9.879.87 

9.839.83 

9.819.81 

9.869.86 

9.859.85 

9.849.84 

9.879.87 

9.839.83 

9.839.83 

9.849.84 

lipid 
%% 

Lipid 

4.534.53 

5.925.92 

5.005.00 

3.883.88 

2.832.83 

2.832.83 

2.642.64 

5.065.06 

5.335.33 

3.533.53 

6.276.27 

3.483.48 

3.393.39 

2.492.49 

2.432.43 

2.392.39 

2.502.50 

4.474.47 

5.025.02 

4.784.78 

5.115.11 

5.135.13 

5.135.13 

4.884.88 

Penlachloro-Pentachloro­

benzenebenzene 

1.51.5 

1.71.7 

1.81.8 

0.650.65 

0.350.35 

0.370.37 

0.350.35 

0.390.39 

0.140.14 

0.160.16 

0.130.13 

0.230.23 

0.320.32 

2.22.2 

2.22.2 

2.02.0 

0.940.94 

6.16.1 

0.170.17 

0.930.93 

1.01.0 

0.800.80 

0.980.98 

0.270.27 

Hexachloro-

U 
M 

U 

M 
U 
U 
U 
U 
U 

U 
U 
U 

U 

U 
n 
~ 

al 
U 
U 

Hexachloro­
benzenebenzene 

6.8 

9.9 

1010 

7.7 

3.5 

3.4 

3.2 

4.5 

2.4 

2.9 
2.2 

3.9 

5.8 

1111 

1111 

1010 

6.6 

1414 

3.9 

7.5 

7.0 

6.1 

6.9 

2.9 

Penlachloro­Pentachloro­

anisoleanisole 

1.61.6 

4.64.6 

3.53.5 

0.210.21 

1.31.3 

1.41.4 

1.31.3 

1.61.6 

0.330.33 

0.350.35 

0.280.28 

0.600.60 

0.670.67 

3.03.0 

3.03.0 

2.92.9 

1.21.2 

5.75.7 

1.71.7 

4.14.1 

1.91.9 

1.91.9 

2.02.0 

1.31.3 

alpha-B~IC 
(a-HCH)* 

< 0.06 

< 0.06 

< 0.06 

< 0.06 

< 0.06 

alpha-BtlC 

(a-HCH)" 

<0.06<0.06 

<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06 

<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06<0.06 

<0.06 

<0.06<0.06 

<0.06<0.06 

< 0.14 

0.94 

beta-BHCbeta-BHC 

(b-HCH)" 

1.31.3 

1.11.1 

3.23.2 

2.12.1 

0.320.32 
0.500.50 

0.410.41 

<0.14<0.14 

0.550.55 

<0.14<0.14 

0.160.16 

<0.14<0.14 

0.180.18 

<0.14<0.14 

<0.14 

<0.14<0.14 

<0.14<0.14 

1.91.9 

0.690.69 

<0.14<0.14 

0.790.79 
0.780.78 

1.51.5 

0.84 

< 0.24 

Undane 
(g-HCW 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 

<0.24<0.24 
<0.24<0.24 

<0.24<0.24 

0.410.41 

<0.24<0.24 

0.730.73 

0.900.90 
0.290.29 

0.810.81 

0.520.52 
2.42.4 

<0.24<0.24 
<0.24<0.24 

<0.24<0.24 
<0.24<0.24 

PC-02160S 

PC-02220S 

PC-D21605 

PC-D22205 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 

ID# 9/19/90 

ID# 9/19/90 

10# 6806-1576806-157 9119190 

10# 6806-1576806-157 9119190 

nglgnglg 

nglgnglg 

SaginawSaginaw BayBay carpcarp 
SaginawSaginaw BayBay carpcarp 

5.075.07 

4.984.98 

13.413.4 

15.615.6 

3.43.4 

3.13.1 

9.59.5 

9.29.2 

1.81.8 

1.91.9 

4.54.5 

6.06.0 

1.01.0 

0.780.78 

4.44.4 

4.04.0 

PB-02160S' 

PB-022205 • 

PB-Q22805 * 

PB-D21605' 

PB-022205' 
PB-D22805 • 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

ProcedureProcedure BlankBlank 

SetSet 11 

SetSet 22 

SetSet 33 ng/g 

ng/gng/g 
ng/gng/g 
nglg 

Na2S04 

Na2S04 

Na2S04 

N..SO, 

Na"SO, 

Na"SO, 

9.509.50 

9.479.47 

5.665.66 

nfa 

n/a 

nfa 

nla 

nla 

nla 

0.010.01 

0.000.00 

0.000.00 

0.Q10.01 

0.000.00 

0.030.03 

0.010.01 

0.010.01 

0.020.02 

0.000.00 

0.000.00 

0.000.00 

O.DD0.00 

0.000.00 

0.000.00 

0.000.00 

0.000.00 

0.000.00 

MB-02160S 

MB-02220S 

MB-02280S 

MB-D21605 

MB-D22205 

MB-D22805 Calf 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank ChickenChicken EggEgg 

MATRIXMATRIX BlankBlank Call SerumSerum 

SetSet 11 

SetSet 22 
SetSet 33 

ng/g 
ng/g 

ng/gng/g 
nglg 
nglg 

ChickenChicken EggEgg 

ChickenChicken EggEgg 

CalfCalf SerumSerum 
9.86 

9.959.95 

9.66 
4.924.92 

8.678.67 

9.109.10 

0.300.30 

0.Q10.01 

0.010.01 

0.010.01 

0.050.05 

0.030.03 

0.050.05 

0.020.02 

0.010.01 

0.020.02 

0.000.00 

0.000.00 

0.040.04 

0.020.02 

0.060.06 

0.000.00 

0.000.00 

0.000.00 

0.000.00 

MS-D2160S·0CP 

MS-02220S-0CP 

MS-02280S-0CP corrected 

MS-D21605-OCP backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 
MS-D22205-0CP backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MS-D22605-OCP backgroundbackground corracled 

PercentPercent RecoveryRecovery 

Spike-DC 

Spike-DC 

Spike-DC Calf 

MATRIXMATRIX Spike-OC ChickenChicken EggEgg 

MATRIXMATRIX Spike-OC ChickenChicken EggEgg 

MATRIXMATRIX Spike-OC Call SerumSerum 

Set2 

SetSet 11 

Set 2 

SetSet 33 

ngng 
%% 
ngng 
%% 
ngng 
%% 

Calf 

ChickenChicken EggEgg 

ChickenChicken EggEgg 

Call SerumSerum 

9.959.95 

9.869.86 

4.954.95 

9.319.31 

9.649.64 

0.500.50 

180180 

4242 

160160 

3838 

9898 

4242 

240240 

5454 
210210 

4949 

100100 

4646 

340340 
7676 

320320 

nn 
160160 

6969 

270270 

6666 
210210 

5555 

160160 
7272 

3603&0 

8585 

340340 

8181 

200200 

8686 

330330 

8080 

300300 

7474 

200200 

8585 

LimitHistoricalHistorical MethodMethod DetectionDetection LlmH 0.050.05 0.200.20 0.100.10 0.060.06 0.140.14 0.240.24 

Quanlitatlon LimitHistoricalHistorical MethodMethod Quantllatlon LlmH 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 
SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

0.140.14 0.540.54 0.260.26 0.180.18 0.420.42 0.670.67 

column with ECD.PCBsPCBs determineddetermined byby dualdual colUmn highhigh resolutionresolution capillarycapillary GCGC wHh ECO_ 

(nolnlanla <not applicable)applicable) . 

within*PB*PB basedbased onon averageaverage samplesample massmass wfthln aa setset 
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TableTable 5:5: OrganochlorineOrganochlorine PesticidesPesticides (ng/g)(ng/g) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NYNY 

SampleSample FieldField 
1010 1010 deha-BHCdeha-BHC HeptachlorHeptachlor HeptachlorHeptachlor AldrinAldrin Oacthal*Oacthal* Dieldrin'"Dieldrin'" Endrln"Endrln'" OxychlordaneOxychlordane cis..chlordanecis..chlordane trans-Chlordanetrans-Chlordane cis-Honachlorcis-Honachlor 'trans--Nonachlor'trans--Nonachlor o,p·o,p·....ODEODE 

(cJ-HCHr(d-HeH)" Epoxlde'Epoxlde' 

3326233262 12421242 Egg(baea)Egg(baea) 05102/0305102/03 <0.03<0.03 1.51.5 1313 <0.20<0.20 <0.38<0.38 110110 4.24.2 4040 190190 5.85.8 110110 380380 88 

3326333263 12461246 Egg(baea)Egg(baea) 0511310305113103 <0.03<0.03 1.31.3 1313 <0.20<0.20 <0.38<0.38 100100 1111 4141 180180 6.16.1 9292 330330 7.87.8 

3326433264 12461246 Egg(baaa)Egg(baaa) 0512210305122103 <0.03<0.03 0.640.64 1515 <0.20<0.20 <0.38<0.38 ~98 3.23.2 4040 100180 5.85.8 100100 350350 88 

3326533265 12521252 Egg(baaa)Egg(baaa) 06/0310306/03103 <0.03<0.03 0.560.56 1313 <0.20<0.20 <0.38<0.38 6383 7.57.5 3232 8888 1.91.9 110110 310310 4.94.9 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05127/0305127/03 <0.03<0.03 <0.23<0.23 5.65.6 <0.20<0.20 <0.38<0.38 4343 3.63.6 2525 130130 4.34.3 100100 310310 7.27.2 

33266-233266-2 12501250 Egg(baea)Egg(baea) 0512710305127103 <0.03<0.03 0.380.38 4.14.1 <0.20<0.20 <0.38<0.38 4343 4.74.7 2727 130130 5.85.8 100100 320320 6.16.1 

33266-333266-3 12501250 Egg(baea)Egg(baea) 0512710305127103 <0.03<0.03 <0.23<0.23 44 <0.20<0.20 <0.38<0.38 $39 3.33.3 2525 130130 3.73.7 9595 300300 5.85.8 

3326733267 12511251 Egg(baea)Egg(baea) 05/3010305/30103 <0.03<0.03 <0.23<0.23 8.58.5 <0.20<0.20 <0.38<0.38 ~76 3.53.5 2727 120120 55 100100 290290 9.79.7 

3326833268 1256812568 Egg(baea)Egg(baea) 06/1210306/12103 <0.03<0.03 0.440.44 3.33.3 <0.20<0.20 <0.38<0.38 2020 2.82.8 1212 1414 0.940.94 2727 7575 1.41.4 

3326933269 1256b1256b Egg(baea)Egg(baea) 06/1210306/12103 <0.03<0.03 0.430.43 4.34.3 <0.20<0.20 <0.38<0.38 2626 22 1515 1818 1.11.1 4646 9292 2.42.4 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 0611210306112103 <0.03<0.03 <0.23<0.23 3.43.4 <0.20<0.20 <0.38<0.38 1919 3.23.2 1010 1414 0.680.68 2525 6262 <0.06<0.06 

3327133271 1257-a1257-a Egg(baaa)Egg(baaa) 06/06/0306/06/03 <0.03<0.03 <0.23<0.23 <0.01<0.01 <0.20<0.20 <0.38<0.38 3030 2.42.4 2323 9090 1.11.1 110110 270270 3.33.3 

3327233272 1257-1>1257-1> Egg(baea)Egg(baea) 06/06/0306/06/03 0.220.22 <0.23<0.23 5.75.7 <0.20<0.20 <0.38<0.38 ~54 3.33.3 2222 110110 3.23.2 140140 320320 <0.06<0.06 

33273-133273-1 13081308 Egg(baea)Egg(baea) 0512510405125104 <0.03<0.03 0.710.71 1919 <0.20<0.20 <0.38<0.38 100190 7.77.7 6767 270270 8.98.9 150150 460480 1313 

33273-233273-2 13081308 Egg(baea)Egg(baea) 0512510405125104 <0.03<0.03 0.960.96 1717 <0.20<0.20 <0.38<0.38 100180 6.86.8 6464 260260 6.76.7 150150 440440 9.29.2 

33273-333273-3 13081308 Egg(baea)Egg(baea) 0512510405125104 <0.03<0.03 1.51.5 1717 <0.20<0.20 <0.38<0.38 170170 7.47.4 6565 250250 6.76.7 140140 430430 8.98.9 

3327433274 13091309 Egg(baea)Egg(baea) 05l25I0405l25I04 <0.03<0.03 0.390.39 7.87.8 <0.20<0.20 <0.38<0.38 ~61 2.32.3 1616 120120 4.24.2 9292 190190 7.57.5 
3327533275 131O-a131O-a Egg(baea)Egg(baea) 0512710405127104 <0.03<0.03 1.01.0 2424 <0.20<0.20 <0.38<0.38 100180 9.49.4 6464 340340 9.29.2 170170 500500 <0.06<0.06 

3327633276 1313-b1313-b Egg(baea)Egg(baea) 05104/0405104/04 <0.03<0.03 0.250.25 1818 <0.20<0.20 <0.38<0.38 6464 4.24.2 2727 120120 9.79.7 120120 250250 <0.06<0.06 

3327733277 13111311 Egg(baea)Egg(baea) 0512710405127104 <0.03<0.03 2.32.3 1010 <0.20<0.20 <0.38<0.38 130130 <0.20<0.20 3535 250250 8.78.7 170170 410410 1111 

332711-1332711-1 1313-81313-8 Egg(baea)Egg(baea) 05I04I0405I04I04 <0.03<0.03 <0.23<0.23 1818 <0.20<0.20 <0.38<0.38 ~91 <0.20<0.20 3131 130130 1010 130130 310310 <0.06<0.06 

332711-2332711-2 1313-81313-8 Egg(baea)Egg(baea) 05I04I0405I04I04 <0.03<0.03 <0.23<0.23 2020 <0.20<0.20 <0.38<0.38 6464 <0.20<0.20 3232 120120 1212 130130 290290 <0.06<0.06 
33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 0510410405104104 <0.03<0.03 <0.23<0.23 1919 <0.20<0.20 <0.38<0.38 6464 <0.20<0.20 3232 120120 1212 120120 290290 <0.06<0.06 

3327933279 13151315 Egg(baea)Egg(baea) 06/0310406/03104 <0.03<0.03 <0.23<0.23 5.35.3 <0.20<0.20 <0.38<0.38 ~24 <0.20<0.20 3434 7777 2.12.1 9292 300300 <0.06<0.06 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp <0.03<0.03 3.73.7 4.14.1 <0.20<0.20 2.82.8 1616 2.82.8 3.33.3 3535 1111 1212 2525 6.96.9 

PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp <0.03<0.03 3.93.9 4.44.4 <0.20<0.20 3.13.1 1818 2.12.1 3.53.5 3737 1111 1212 2424 7.27.2 

PB-G21605PB-G21605 •• ProcedureProcedure BlankBlank 0.000.00 0.070.07 0.000.00 0.000.00 0.020.02 0.000.00 0.000.00 0.000.00 0.000.00 0.010.01 0.000.00 0.000.00 0.000.00 
PB-G22205PB-G22205 •• ProcadureProcadure BlankBlank 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.060.06 0.000.00 0.030.03 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

PB-G22805PB-G22805 •• ProcedureProcedure BlankBlank 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.070.07 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MB-G21605MB-G21605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.070.07 0.090.09 0.000.00 0.010.01 0.380.38 0.000.00 0.040.04 0.000.00 0.000.00 0.030.03 0.000.00 0.Q10.Q1 

MB-G22205MB-G22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.050.05 0.080.08 0.000.00 0.000.00 0.340.34 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.050.05 0.000.00 

MB-cJ22805MB-cJ22805 MATRIXMATRIX BlankBlank CallCall SerumSerum 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MS-G21805-OCPMS-G21805-OCP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC ChickenChicken EggEgg 6262 200200 380380 260260 290290 380380 320320 340340 300380 340340 390390 340340 380380 

PercentPercent RecoveryRecovery 2020 4747 8686 8585 6262 8787 9595 7979 8181 6262 8888 6262 8888 
M5-022205..QCPM5-022205..QCP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC ChickenChicken EggEgg 6767 210210 3BO3BO 230230 270270 370370 330330 330330 380380 340340 3BO3BO 330330 380380 

PercentPercent RecoveryRecovery 1717 5151 8787 5959 6363 8888 8787 8383 8787 8686 8888 6363 8989 
MS-G22805-OCPMS-G22805-OCP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC callcall SerumSerum 190190 8686 200200 110110 170170 200200 150150 190190 190190 180180 200200 200200 190190 

PercentPercent RecoveryRecovery 8686 3838 asas 5353 7070 8888 7070 8181 6262 6363 8888 8989 B6B6 

HistoricalHistorical MethodMethod DetectionDetection lImHlImH 0.030.03 0.230.23 0.Q10.Q1 0.200.20 0.380.38 0.170.17 0.200.20 0.080.08 0.060.06 0.180.18 0.200.20 0.240.24 0.060.06 

HistoricalHistorical MethodMethod QuantHallonQuantHallon LlmHLlmH 0.100.10 0.680.68 0.020.02 0.630.63 1.21.2 0.490.49 0.610.61 0.230.23 0.180.18 0.520.52 0.610.61 0.770.77 0.190.19 
NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 
SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC wHhwHh ECO_ECO_ 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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(ng/g)TableTable 5:5: OrganochlorineOrganochlorine PesticidesPesticides (nglg) inin EagleEagle EggEgg SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NYNY 

SampleSample FieldField 
1010 1010 D,p'-DDDo,p'.DDD D,p'-DDTo,p'·DDT p.p'-DDEp,p'.DDE p.p'-DDDp,p'.DDD p,p'-DDTp,p'.DDT EndosulfanEndosulfan I I EndosulfanEndosulfan IIII EndosulfateEndosulfate Methoxychlor*Methoxychlor" MirexMlrex 

3326233262 12421242 Egg(baea) 05/02103Egg(baea) 05I02I03 <1.1<1.1 6.66.6 4,4004,400 300300 2.72.7 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 W20 

3326333263 12461246 Egg(baea) 05/13/03Egg(baea) 05113103 <1.1<1.1 7.27.2 4,7004,700 280280 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 4444 
3326433264 12481248 Egg(baea) OS/22103Egg(baea) 05122103 <1.1<1.1 7.37.3 4,5004,500 320320 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 ~41 

3326533265 12521252 Egg(baea) 06103/03Egg(baea) 06I03I03 <1.1<1.1 5.25.2 3,6003,600 160160 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 ~O810 

33266-133266-1 1250 Egg(baea) 05127/031250 Egg(baaa) 05127103 <1.1<1.1 4.64.6 5,4005,400 230230 <0.08<0.08 < 0.16<0.16 <0.13<0.13 1.21.2 <0.26<0.26 ~21 

33266-233266·2 1250 Egg(baea)1250 Egg(baaa) 05127/0305127/03 <1.1<1.1 3.53.5 5,2005,200 220220 <0.08<0.08 <0.16<0.16 <0.13<0.13 1.21.2 < 0.26<0.26 ~21 

33266-333266-3 12501250 Egg(baea) OS/27/03Egg(baea) 05127103 <1.1<1.1 2.42.4 5,0005,000 220220 <0.08<0.08 <0.16<0.16 <0.13<0.13 0.220.22 <0.26<0.26 ~21 

3326733267 12511251 Egg(baea) 05130/03Egg(baea) 05I30I03 <1.1<1.1 8.98.9 2,1002,100 170170 3.73.7 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 1313 

3326833268 1256a12568 Egg(baea)Egg(baea) 0611210306112103 <1.1<1.1 1.31.3 750750 1414 <O.OS<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 M8.5 
3326933269 1256b Egg(baea)1256b Egg(baaa) 0611210306112103 <1.1<1.1 1.71.7 910910 1717 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 1111 
3327033270 1256-c1256·c Egg(baea)Egg(baea) 0611210306112103 <1.1<1.1 1.11.1 500500 1212 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 1111 
3327133271 1257-a 1257.,. Egg(baea) 06/06103Egg(baea) 06106103 M3.8 0.760.76 1,7001,700 150150 <0.08<0.08 <0.16<0.16 0.320.32 <0.04<0.04 <0.26<0.26 1313 

3327233272 1257-b1257-1> Egg(baea)Egg(baea) 0610610306106103 < 1.1<1.1 4.64.6 2,1002,100 170170 <0.08<0.08 <0.16<0.16 1.61.6 <0.04<0.04 <0.26<0.26 1616 
33273-133273·1 13081308 Egg(baea) 05125104Egg(baea) 05l25I04 <1.1<1.1 1010 8,9008,900 450450 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 ~58 
33273-233273·2 13081308 Egg(baea) OS/25/04Egg(baea) 05l25I04 <1.1<1.1 8.48.4 8,4008,400 430430 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 ~62 
33273-333273-3 1308 Egg(baea) OS/25/041308 Egg(baaa) 05125104 <1.1<1.1 S.48.4 9,1009,100 430430 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 ~62 

3327433274 13091309 Egg(baea) 05125/04Egg(baea) 05125104 M6.5 7.07.0 2,5002,500 240240 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 ~25 
3327533275 1310-a 131o-a Egg(baea) OS/27/04Egg(baea) 05127104 <1.1<1.1 1212 9,0009,000 500500 <0.08<0.08 <0.16<0.16 0.480.48 <0.04<0.04 <0.26<0.26 n74 
3327633276 1313-b1313-b Egg(baea) 05/04/04 Egg(baea) 05I04I04 

332n 33277 13111311 Egg(baea) OS/27/04 Egg(baea) 05127104 

33278-1 33276·1 1313-a 1313·a Egg(baea) 05104/04 Egg(baea) 05I04I04 

<1.1<1.1 

<1.1<1.1 

<1.1<1.1 

7.77.7 

1313 

< 0.41 <0.41 

1,7001,700 

4,6004,600 

1,8001,800 

190190 

420420 

180180 

< O.OS<0.08 

<0.08<0.08 

<0.08<0.08 

<0.16<0.16 

<0.16<0.16 

<0.16<0.16 

<0.13<0.13 

1.41.4 

<0.13<0.13 

0.920.92 

<0.04<0.04 

1.21.2 

<0.26<0.26 

<0.26<0.26 

<0.26<0.26 

w 38 
26 • 
4545 

33278-2332711-2 1313-a 1313·a Egg(baea) 05104/04Egg(baea) 05I04I04 <1.1<1.1 < 0.41<0.41 1,7001,700 180180 <0.08<0.08 <0.16<0.16 <0.13<0.13 1.21.2 <0.26<0.26 4848 
33278-333276-3 1313-a 1313·a Egg(baea) 05104/04Egg(baea) 05I04I04 <1.1<1.1 <0.41<0.41 1,8001,800 180180 <0.08<0.08 <0.16<0.16 <0.13<0.13 1.11.1 <0.26<0.26 4848 

3327933279 13151315 Egg(baea) 06/03/04Egg(baea) 06103104 <1.1<1.1 <0.41<0.41 2,7002,700 130130 <0.08<0.08 <0.16<0.16 <0.13<0.13 <0.04<0.04 <0.26<0.26 W50 

PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 5757 2.52.5 390390 200200 <0.08<0.08 <0.16<0.16 <0.13<0.13 1.91.9 <0.26<0.26 <0.05<0.05 
PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 5656 2.42.4 330330 150150 <0.08<0.08 2.52.5 <0.13<0.13 4.34.3 <0.26<0.26 3.03.0 

PB-021605·PIHJ21605' ProcedureProcsdure BlankBlank 0.000.00 0.000.00 0.170.17 0.000.00 0.010.01 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 
PB-022205·PB-tl22205 • ProcedureProcsdure BlankBlank 0.000.00 0.000.00 0.160.16 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 
PB-022805·PB.Q22605· ProcedurePrccedure BlankBlank 0.000.00 0.000.00 0.110.11 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MB-021605MB-021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.010.01 0.440.44 0.000.00 0.070.07 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 
MB-022205MB-tl22205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg 0.000.00 0.000.00 0.490.49 0.000.00 0.000.00 0.000.00 0.050.05 0.000.00 0.000.00 0.000.00 
MB-022805MB-022605 MATRIXMATRIX Blank CalfBlank calf SerumSerum 0.000.00 0.000.00 0.100.10 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MS-021605-0CPMS-IJ21605-OCP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC ChickenChicken EggEgg 370370 400400 3SO360 360380 390390 360360 350350 300300 380380 340340 
PercentPercent RecoveryRecovery 85as 100100 9292 8686 120120 8363 8484 6688 8888 7474 

MS-02220S-0CPMS-IJ22205'()CP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC ChickenChicken EggEgg 350350 360360 360360 350350 350350 370370 350350 280280 350350 340340 
PercentPercent RecoveryRecovery 8282 8787 9090 8787 85as 8686 8787 6363 8080 nn 

MS"()22805-0CPMS-022605'()CP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC CalfCalf SerumSerum 210210 220220 190190 180180 220220 190190 200200 200200 150150 180180 
PercentPercent RecoveryRecovery 8888 9494 9090 8686 9292 85as 8888 8989 7474 7272 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 1.11.1 0.410.41 0.750.75 0.540.54 0.080.08 0.160.16 0.130.13 0.040.04 0.260.26 0.050.05 
Historical Hlstorlesl Method QuantitationMethod Quantltatlon LimitLimit 3.33.3 1.31.3 2.12.1 1.61.6 0.250.25 0.490.49 0.400.40 0.120.12 0.810.81 0.160.16 

NoteNote valuesvalues areare roundedrounded toto 2 significant figures.2 slgnHlesnt figures, 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBs determined PCBs _mined byby dual columndual colUmn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nJa nla (not applicable)(not appllesble) 

*PB*PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 6:6: PercentPercent RecoveriesRecoveries ofof OCPOCP MethodMethod RecoveryRecovery CompoundsCompounds inin EagleEagle EggEgg Samples.Samples. 

SampleSample FieldField FIELDFIELD SampleSample Gram­Gram­ %% 029029 155155 d8d8 p,p'-OOOp,p'-OOO 
1010 1010 LOCATIONLOCATION TypeType equivalentsequivalents LipidLipid %% %% %% 

forfor Anal~sisAnal~sis {g}{g} Recove!1Recove!1 Recovl!!!}Recovl!!!} Recove!}Recove!} 

PB-021605PB-021605 ProcedureProcedure BlankBlank QAlQCQAlQC Na2S04Na2S04 9.509.50 nlanla 7373 6767 9797 
MB-021605MB-021605 MATRIXMATRIX BlankBlank ChickenChicken EggEgg QAlQCQAlQC ChickenChicken EggEgg 9.959.95 8.678.67 8585 7676 8888 

MS-021605-0CPMS-021605-0CP MATRIXMATRIX Spike-OCSpike-OC ChickenChicken EggEgg QAlQCQAlQC ChickenChicken EggEgg 9.959.95 9.319.31 8686 7676 9494 
PC-021605PC-021605 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 10#10# 6806-1576806-157 9/19/909/19/90 SaginawSaginaw BayBay carpcarp 5.075.07 13.413.4 9090 7575 9898 

3326233262 12421242 Egg(baea)Egg(baea) 0510210305102103 Cruger'sCruger's Island,Island, HudsonHudson R.R. EAGLEEAGLE EGGEGG 9.849.84 4.534.53 9292 7575 8787 
3326333263 12461246 Egg(baea)Egg(baea) 05/1310305/13103 Gay'sGay's Point,Point, HudsonHudson R.R. EAGLEEAGLE EGGEGG 9.859.85 5.925.92 9595 7474 9797 
3326433264 12481248 Egg(baea)Egg(baea) 05/2210305/22103 CastletonCastleton Island,Island, HudsonHudson R.R. EAGLEEAGLE EGGEGG 9.899.89 5.005.00 9595 6868 9090 
3326533265 12521252 Egg(baea) 06103103Egg(baea) 06/03103 MuskellungeMuskellunge Creek,Creek, JeffersonJefferson CoCo EAGLEEAGLE EGGEGG 9.859.85 3.883.88 9292 7474 9797 

33266-133266-1 12501250 Egg(baea)Egg(baea) 05/27/0305/27/03 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. EAGLEEAGLE EGGEGG 9.889.88 2.832.83 9494 8080 9393 
33266-233266-2 12501250 Egg(baea)Egg(baea) 05/27/0305/27/03 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. EAGLEEAGLE EGGEGG 9.889.88 2.832.83 9090 7979 9494 
33266-333266-3 12501250 Egg(baea)Egg(baea) 05/27/0305/27/03 AshohanAshohan Reservoir,Reservoir, UlsterUlster Co.Co. EAGLEEAGLE EGGEGG 9.859.85 2.642.64 8585 7777 9292 

3326733267 12511251 Egg(baea)Egg(baea) 05/30/0305/30/03 HancockHancock Island,Island, OelwareOelware Co.Co. EAGLEEAGLE EGGEGG 9.889.88 5.065.06 9595 7878 9898 
3326833268 1256a1256a Egg(baea) 06112103Egg(baea) 06/12103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. EAGLEEAGLE EGGEGG 9.849.84 5.335.33 9191 7878 103103 
3326933269 1256b1256b Egg(baea) 06112103Egg(baea) 06/12103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. EAGLEEAGLE EGGEGG 9.859.85 3.533.53 9191 7777 9494 

PB-022205PB-022205 ProcedureProcedure BlankBlank QAlQCQAlQC N~S04N~S04 9.479.47 nlanla 7171 6969 9494 
MB-022205MB-022205 MATRIXMATRIX BlankBlank ChickenChicken EggEgg QAlQCQAlQC ChickenChicken EggEgg 9.869.86 9.109.10 7373 7070 7979 

MS-022205-0CPMS-022205-0CP MATRIXMATRIX Spike-OCSpike-OC ChickenChicken EggEgg QAlQCQAlQC ChickenChicken EggEgg 9.869.86 9.649.64 8282 7676 8383 
PC-022205PC-022205 PostivePostive ControlControl SagninawSagninaw BayBay carpcarp 10#10# 6806-1576806-157 9/19/909/19/90 SaginawSaginaw BayBay carpcarp 4.984.98 15.615.6 8787 7474 9595 

3327033270 1256-c1256-c Egg(baea)Egg(baea) 06/1210306/12103 FranklingtonFranklington Vlai,Vlai, SchoharieSchoharie Co.Co. EAGLEEAGLE EGGEGG 9.859.85 6.276.27 8383 7979 8888 
3327133271 1257-a1257-a Egg(baea) 06106103Egg(baea) 06/06/03 Ounraven,Ounraven, OelwareOelware Co.Co. EAGLEEAGLE EGGEGG 9.879.87 3.483.48 8181 7777 8585 
3327233272 1257-b1257-b Egg(baea) 06106103Egg(baea) 06/06/03 Ounraven,Ounraven, OelwareOelware Co.Co. EAGLEEAGLE EGGEGG 9.849.84 3.393.39 9191 8181 9191 

33273-133273-1 13081308 Egg(baea)Egg(baea) 05/25/0405/25/04 Roger'sRoger's IslandIsland NestNest #NY#NY 5656 EAGLEEAGLE EGGEGG 9.859.85 2.492.49 7474 6969 7979 
33273-233273-2 13081308 Egg(baea)Egg(baea) 05125/0405125/04 Roger'sRoger's IslandIsland NestNest #NY#NY 5656 EAGLEEAGLE EGGEGG 9.879.87 2.432.43 7676 6767 8080 
33273-333273-3 13081308 Egg(baea)Egg(baea) 05/25/0405/25/04 Roger'sRoger's IslandIsland NestNest #NY#NY 5656 EAGLEEAGLE EGGEGG 9.839.83 2.392.39 7272 5151 8585 

3327433274 13091309 Egg(baea)Egg(baea) 05125/0405125/04 InbochtInbocht BayBay NestNest #NY#NY 2828 EAGLEEAGLE EGGEGG 9.819.81 2.502.50 8888 7575 9898 
3327533275 1310-a1310-a Egg(baea)Egg(baea) 05127/0405127/04 CastletonCastleton IslandIsland NestNest #NY#NY 5252 EAGLEEAGLE EGGEGG 9.869.86 4.474.47 9696 6363 8787 
3327633276 1313-b1313-b Egg(baea)Egg(baea) 05104/0405104/04 BeerstonBeerston 22 NestNest #NY#NY 89-b89-b EAGLEEAGLE EGGEGG 9.859.85 5.025.02 8383 8181 8989 
3327733277 13111311 Egg(baea)Egg(baea) 05/27/0405/27/04 BronxBronx IslandIsland NestNest #NY#NY 7777 EAGLEEAGLE EGGEGG 9.849.84 4.784.78 8787 4747 8181 

PB-022805PB-022805 ProcedureProcedure BlankBlank QAlQCQAlQC Na2S04Na2S04 5.665.66 nlanla 7878 6767 9090 
MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum QAlQCQAlQC CalfCalf SerumSerum 4.924.92 0.300.30 7878 6969 9191 

MS-022805-0CPMS-022805-0CP MATRIXMATRIX Spike-OCSpike-OC CalfCalf SerumSerum QAlQCQAlQC CalfCalf SerumSerum 4.954.95 0.500.50 8080 7171 9292 
33278-133278-1 1313-a1313-a Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a EAGLEEAGLE EGGEGG 9.879.87 5.115.11 8787 7373 8787 
33278-233278-2 1313-a1313-a Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a EAGLEEAGLE EGGEGG 9.839.83 5.135.13 8787 7373 9090 
33278-333278-3 1313-a1313-a Egg(baea)Egg(baea) 05/04/0405/04/04 BeerstonBeerston 22 NestNest #NY#NY 89-a89-a EAGLEEAGLE EGGEGG 9.839.83 5.135.13 8585 7474 9090 

3327933279 13151315 Egg(baea) 06103104Egg(baea) 06/03104 RoundoutRoundout 33 NestNest #NY#NY 9595 EAGLEEAGLE EGGEGG 9.849.84 4.884.88 7474 6666 7373 
AverageAverage 8585 7272 9090 
SD(n-1)SD(n-1) 7.57.5 7.47.4 6.56.5 
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TableTable 7:7: OrganochlorineOrganochlorine PesticidesPesticides (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField FIELDFIELD SampleSample Gram-Gram- %% 
1010 1010 LOCATIONLOCATION TypeType equivalentsequivalents LipidLipid Pentachloro­Pentachloro­

for Anal~sis {gl for Analysis (g) benzenebenzene 

3328033280 12641264 Blood(baea)Blood(baea) 05/27/0305/27/03 AstorAstor Cove,Cove, HudsonHudson R.R. nglgnglg EAGLEEAGLE BloodBlood 4.944.94 0.600.60 <0.05<0.05 

3328133281 12491249 Blood(baea)Blood(baea) 05/20/0305/20/03 LecthworthLecthworth StateState Park,Park, LivingstonLivingston ng/gng/g EAGLEEAGLE BloodBlood 4.924.92 0.700.70 <0.05<0.05 

3328233282 12651265 Blood(baea)Blood(baea) 05/2810305/28103 Bashakill,Bashakill, BasherBasher killkill ng/gng/g EAGLEEAGLE BloodBlood 1.041.04 1.891.89 <0.05<0.05 

3328333283 13211321 Blood(baea)Blood(baea) 0612310406123104 NewNew WaterfordWaterford NestNest #NY#NY 9797 nglgnglg EAGLEEAGLE BloodBlood 4.024.02 0.490.49 <0.05<0.05 

3328433284 13161316 Blood(baea)Blood(baea) 06108/0406108/04 PillarPillar Pt.lMuskiePt.lMuskie CreekCreek #NY#NY 5353 nglgnglg EAGLEEAGLE BloodBlood 0.500.50 1.961.96 <0.05<0.05 

3328533285 13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06110/0406110/04 MontezumaMontezuma 11 NestNest #NY#NY 44 nglgnglg EAGLEEAGLE BloodBlood 4.974.97 0.590.59 0.080.08 

3328633286 13191319 Blood(baea)Blood(baea) 0611610406116104 TustenTusten NestNest #NY#NY 2020 nglgnglg EAGLEEAGLE BloodBlood 3.953.95 0.500.50 <0.05<0.05 

PB-022805·PB-022805· ProcedureProcedure BlankBlank SetSet 33 ng/gng/g Na2SD4Na2SD4 5.665.66 n/an/a 0.000.00 

MB'()22805MB'()22805 MATRIXMATRIX BlankBlank Cal/Cal/ SerumSerum SetSet 33 nglgnglg Cal/SerumCal/Serum 4.924.92 0.300.30 0.Q10.Q1 

MS-022805-0CPMS-022805-0CP backgroundbackground correctedcorrected MATRIXMATRIX Spike-DCSpike-DC CaHCaH SerumSerum ngng Cal/SerumCal/Serum 4.954.95 0.500.50 9898 

PercentPercent RecoveryRecovery 4242 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.050.05 

HistoricalHistorical MethodMethod QuantltatlonQuantltatlon LimitLimit 0.140.14 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

·PB·PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 7:7: OrganochlorineOrganochlorine PesticidesPesticides (nglg)(nglg) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 
1010 1010 Hexachloro-Hexachloro- Pentachloro­Pentachloro­ alpha-SHCalpha-SHC beta-SHCbeta-SHC LIndaneLIndane delta-SHCdelta-SHC HeptachlorHeptachlor HeptachlorHeptachlor AldrInAldrIn Dacthal*Dacthal* 

benzenebenzene anIsoleanIsole (a-HCH)'(a-HCH)' (b-HCH)'(b-HCH)' (g-HCH)*(g-HCH)* (d-HCH)'(d-HCH)' IEpoxide*IEpoxide* 

3328033280 12641264 Slood(baea)Slood(baea) 05127/0305127/03 <0.20<0.20 <0.10<0.10 <0.06<0.06 <0.14<0.14 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.280.28 <0.20<0.20 0.400.40 

3328133281 12491249 Blood(baea)Blood(baea) 05120/0305120/03 <0.20<0.20 0.210.21 <0.06<0.06 <0.14<0.14 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.120.12 <0.20<0.20 <0.38<0.38 

3328233282 12651265 Blood(baea)Blood(baea) 0512810305128103 0.250.25 0.120.12 <0.06<0.06 <0.14<0.14 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.150.15 <0.20<0.20 <0.38<0.38 

3328333283 13211321 Blood(baea)Blood(baea) 0612310406123104 <0.20<0.20 0.170.17 <0.06<0.06 <0.14<0.14 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.080.08 <0.20<0.20 <0.38<0.38 

3328433284 13161316 Blood(baea)Blood(baea) 0610810406108104 0.360.36 0.150.15 <0.06<0.06 0.350.35 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.110.11 <0.20<0.20 <0.38<0.38 

3328533285 13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06110/0406110/04 <0.20<0.20 0.120.12 <0.06<0.06 <0.14<0.14 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.090.09 <0.20<0.20 <0.38<0.38 

3328633286 13191319 Blood(baea)Blood(baea) 0611610406116104 <0.20<0.20 <0.10<0.10 <0.06<0.06 <0.14<0.14 <0.24<0.24 <0.03<0.03 <0.23<0.23 0.080.08 <0.20<0.20 <0.38<0.38 

PB-022805PB-022805 ** ProcedureProcedure BlankBlank 0.030.03 0.020.02 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MS-D22805MS-D22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.050.05 0.020.02 0.040.04 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MS-D22805-0CPMS-D22805-0CP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC CalfCalf SerumSerum 110110 160160 160160 200200 200200 190190 8686 200200 110110 170170 

PercentPercent RecoveryRecovery 4646 6969 7272 8686 8585 8686 3838 8585 5353 7070 

HistoricalHistorical MethodMethod DetectionDetection LImitLImit 0.200.20 0.100.10 0.060.06 0.140.14 0.240.24 0.030.03 0.230.23 0.Q10.Q1 0.200.20 0.380.38 

HistoricalHistorical MethodMethod QuantitatlonQuantitatlon LimitLimit 0.540.54 0.260.26 0.180.18 0.420.42 0.670.67 0.100.10 0.680.68 0.020.02 0.630.63 1.161.16 

NoteNote valuesvalues areare roundedrounded toto 22 sIgnifIcantsIgnifIcant fIgures.fIgures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCSsPCSs determineddetermined byby dualdual columncolumn hIghhIgh resolutIonresolutIon capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not appJlcable)appJlcable) 

*PS*PS basedbased onon averageaverage samplesample massmass wIthInwIthIn aa setset 
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TableTable 7:7: OrganochlorineOrganochlorine PesticidesPesticides (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample FieldField 
1010 1010 Dieldrin'Dieldrin' Endrln'Endrln' OxychlordaneOxychlordane cis-Chlordanecis-Chlordane trans-Chlordanetrans-Chlordane cls-Nonachlorcls-Nonachlor trflns-Nonachlortrflns-Nonachlor o,p'-DDEo,p'-DDE 

3328033280 12641264 Blood(baea)Blood(baea) OS/27/03OS/27/03 1.31.3 <0.20<0.20 0.410.41 <0.06<0.06 0.270.27 0.830.83 1.61.6 0.100.10 

3328133281 12491249 Blood(baea)Blood(baea) 05120/0305120/03 0.410.41 <0.20<0.20 0.290.29 <0.06<0.06 <0.18<0.18 0.400.40 1.01.0 <0.06<0.06 

3328233282 12651265 Blood(baea)Blood(baea) OS/28103OS/28103 0.320.32 <0.20<0.20 0.310.31 <0.06<0.06 << 0.180.18 0.230.23 0.320.32 <0.06<0.06 

3328333283 13211321 Blood(baea)Blood(baea) 0612310406123104 0.330.33 <0.20<0.20 0.180.18 <0.06<0.06 <0.18<0.18 0.300.30 0.650.65 <0.06<0.06 

3328433284 13161316 Blood(baea)Blood(baea) 0610810406108104 0.280.28 <0.20<0.20 0.420.42 <0.06<0.06 <0.18<0.18 0.470.47 0.810.81 <0.06<0.06 

3328533285 13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06110/0406110/04 0.800.80 <0.20<0.20 0.120.12 0.280.28 <0.18<0.18 <0.20<0.20 0.400.40 <0.06<0.06 

3328633286 13191319 Blood(baea)Blood(baea) 0611610406116104 0.340.34 <0.20<0.20 <0.08<0.08 <0.06<0.06 <0.18<0.18 0.200.20 0.420.42 <0.06<0.06 

PB-022805PB-022805 •• ProcedureProcedure BlankBlank 0.070.07 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MB-Q22805MB-Q22805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

M5-022805-0CPM5-022805-0CP backgroundbackground correctedcorrected MATRIXMATRIX Spike-OCSpike-OC CalfCalf SerumSerum 200200 150150 190190 190190 180180 200200 200200 190190 

PercentPercent RecoveryRecovery 8888 7070 8181 8282 8383 8888 8989 8686 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 0.170.17 0.200.20 0.080.08 0.060.06 0.180.18 0.200.20 0.240.24 0.060.06 

HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 0.490.49 0.610.61 0.230.23 0.180.18 0.520.52 0.610.61 0.770.77 0.190.19 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

'PB'PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 7:7: OrganochlorineOrganochlorine PesticidesPesticides (ng/g)(ng/g) inin EagleEagle BloodBlood SamplesSamples CollectedCollected AlongAlong thethe HudsonHudson River,River, NY.NY. 

SampleSample 
1010 

FieldField 
1010 o,p'-DDDo,p'-DDD o,p'-DDTo,p'-DDT p,p'-DDEp,p'-DDE p,p'-DDDp,p'-DDD p,p'-DDTp,p'-DDT EndosulfanEndosulfan II EndosulfanEndosulfan IIII Endosulf;lteEndosulf;lte Methoxychlor"Methoxychlor" MlrexMlrex 

3328033280 

3328133281 

3328233282 

3328333283 

3328433284 

3328533285 

3328633286 

12641264 Blood(baea)Blood(baea) 05127/0305127/03 

12491249 Blood(baea)Blood(baea) 05120/0305120/03 

12651265 Blood(baea)Blood(baea) 0512810305128103 

13211321 Blood(baea)Blood(baea) 0612310406123104 

13161316 Blood(baea)Blood(baea) 0610810406108104 

13171317 Blood(baea)Blood(baea) (wnv)(wnv) 06110/0406110/04 

13191319 Blood(baea)Blood(baea) 0611610406116104 

<1.1<1.1 

<< 1.11.1 

<< 1.11.1 

<< 1.11.1 

<< 1.11.1 

<< 1.11.1 

<< 1.11.1 

<0.41<0.41 

<0.41<0.41 

<0.41<0.41 

<< 0.410.41 

<0.41<0.41 

<< 0.410.41 

<0.41<0.41 

1717 

1313 

4.04.0 

6.26.2 

1111 

7.97.9 

3.73.7 

3.73.7 

1.51.5 

0.750.75 

1.01.0 

0.930.93 

1.41.4 

0.640.64 

<0.08<0.08 

<0.08<0.08 

<0.08<0.08 

0.580.58 

<0.08<0.08 

<0.08<0.08 

<0.08<0.08 

<0.16<0.16 

<0.16<0.16 

<0.16<0.16 

<< 0.160.16 

<0.16<0.16 

<0.16<0.16 

<0.16<0.16 

<0.13<0.13 

<0.13<0.13 

<0.13<0.13 

<0.13<0.13 

3.33.3 

0.140.14 

<0.13<0.13 

<0.04<0.04 

<0.04<0.04 

<0.04<0.04 

<0.04<0.04 

<0.04<0.04 

0.060.06 

<0.04<0.04 

<0.26<0.26 

<0.26<0.26 

<0.26<0.26 

<0.26<0.26 

<0.26<0.26 

<0.26<0.26 

<0.26<0.26 

0.150.15 

0.190.19 

<0.05<0.05 

<0.05<0.05 

3.63.6 

0.100.10 

<0.05<0.05 

PB-G22805PB-G22805 "" ProcedureProcedure BlankBlank 0.000.00 0.000.00 0.110.11 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MB-022B05MB-022B05 MATRIXMATRIX BlankBlank CalfCalf SerumSerum 0.000.00 0.000.00 0.100.10 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 0.000.00 

MS-G2280S-0CPMS-G2280S-0CP backgroundbackground correctedcorrected 

PercentPercent RecoveryRecovery 

MATRIXMATRIX Spike-OCSpike-OC CalfCalf SerumSerum 210210 

BBBB 

220220 

9494 

190190 

9090 

180180 

B6B6 

220220 

9292 

190190 

8585 

200200 

BBBB 

200200 

B9B9 

150150 

7474 

180180 

7272 

HistoricalHistorical MethodMethod DetectionDetection LimitLimit 

HistoricalHistorical MethodMethod QuantitationQuantitation LimitLimit 

NoteNote valuesvalues areare roundedrounded toto 22 significantsignificant figures.figures. 

SampleSample valuesvalues areare correctedcorrected forfor analyticalanalytical recovery.recovery. 

1.11.1 

3.33.3 

0.410.41 

1.31.3 

0.750.75 

2.12.1 

0.540.54 

1.61.6 

0.080.08 

0.250.25 

0.160.16 

0.490.49 

0.130.13 

0.400.40 

0.040.04 

0.120.12 

0.260.26 

0.810.81 

0.050.05 

0.160.16 

PCBsPCBs determineddetermined byby dualdual columncolumn highhigh resolutionresolution capillarycapillary GCGC withwith ECD.ECD. 

nlanla (not(not applicable)applicable) 

"PB"PB basedbased onon averageaverage samplesample massmass withinwithin aa setset 
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TableTable 8:8: PercentPercent RecoveriesRecoveries ofof OCPOCP MethodMethod RecoveryRecovery CompoundsCompounds inin EagleEagle BloodBlood Samples.Samples. 

SampleSample FieldField FIELDFIELD SampleSample Gram­Gram­ %% 029029 155155 d8d8 p,p'-OOOp,p'-OOO 
1010 1010 LOCATIONLOCATION TypeType equivalentsequivalents LipidLipid %% %% %% 

for Analysis (9)for Anal~sis {g) Recove!I Recovery RecoveryRecove~ RE~coveryRecovery 

3328033280 12641264 Blood(baea) OS/27/03Blood(baea) 05/27103 AstorAstor Cove,Cove, HudsonHudson R.R. EAGLEEAGLE BloodBlood 4.944.94 0.600.60 8181 8181 9494 
3328133281 12491249 Blood(baea) OS/20/03Blood(baea) 05/20103 LecthworthLecthworth StateState Park,Park, LivingstonLivingston EAGLEEAGLE BloodBlood 4.924.92 0.700.70 7777 7777 8888 
3328233282 12651265 Blood(baea) OS/28/03Blood(baea) 05/28/03 Bashakill,Bashakill, BasherBasher killkill EAGLEEAGLE BloodBlood 1.041.04 1.891.89 8282 8282 9595 
3328333283 13211321 Blood(baea)Blood(baea) 06/23/0406/23/04 NewNew WaterfordWaterford NestNest #NY#NY 9797 EAGLEEAGLE BloodBlood 4.024.02 0.490.49 8383 8383 9696 
3328433284 13161316 Blood(baea) 06/08/04Blood(baea) 06/08104 Pillar Pt.lMuskiePillar Pt.!Muskie CreekCreek #NY#NY 5353 EAGLEEAGLE BloodBlood 0.500.50 1.961.96 8181 8181 8989 
3328533285 13171317 Blood(baea)Blood(baea) (wnv) 06/10/04(wnv) 06/10104 MontezumaMontezuma 11 NestNest #NY#NY 44 EAGLEEAGLE BloodBlood 4.974.97 0.590.59 8383 8383 9090 
3328633286 13191319 Blood(baea)Blood(baea) 06/16/0406/16/04 TustenTusten NestNest #NY#NY 2020 EAGLEEAGLE BloodBlood 3.953.95 0.500.50 7676 7676 9393 

PB-022805PB-022805 ProcedureProcedure BlankBlank QA/QCQA/QC Na2S04Na2S04 5.665.66 n/anla 7878 6969 9090 
MB-022805MB-022805 MATRIXMATRIX BlankBlank CalfCalf SerumSerum QA/QCQA/QC CalfCalf SerumSerum 4.924.92 0.300.30 7878 7171 9191 

MS-022805-0CPMS-D22805-0CP MATRIXMATRIX Spike-OCSpike-OC CalfCalf SerumSerum QA/QCQA/QC CalfCalf SerumSerum 4.954.95 0.500.50 8080 7171 9292 
AverageAverage 8080 7777 9292 
SD(n-1)SD(n-l) 2.52.5 5.55.5 2.62.6 
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Non-a-PCBTableTable 9.9. 2,3,7,8-Substituted2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxin,Dibenzo-p-dioxin, Dibenzofuran,Dibenzofuran, andand Non-o-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File: DF060B05-N59File: DF060805-N59 HudsonHudson RiverRiver eggs.eggs.xls 
DateDate Reported:Reported: AugustAugust 4,4, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, June B-11, June 8-11,
SampleSample Site/Matrix:Site/Matrix: 
CERCCERC Number:Number: 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-o-:Non-o-: GC/HRMSGC/HRMS Set: N59- Injection Set: N59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

SampleSample MassMass ExtractedExtracted (grams):(grams): 

xls

20052005 
Cruger'sCruger's Is,Is, HudsonHudson RR 

3326233262 
DF060B05-10 DF060805-10 

59-1559-15 

12421242 
4.534.53 

10.0410.04 

Ga~'s PI, Gats PI. HudsonHudson RR 
3326333263 

DF060B05-12 DF060805-12 
59-1659-16 

12461246 
5.925.92 

10.0510.05 

CastletonCastleton Is.,Is., HudsonHudson R. Muskellun~e R. Muskellunlle Ck,Jeff CD. Ck,Jeff Co. AshohanAshohan Res.,Ulster CD Res.,Ulster Co Ashohan Res. ,Ulster CD Ashohan Res.,Ulster Co Ashohan Res. ,Ulster CDAshohan Res.,Ulster Co 
3326433264 3326533265 33266-Rep33266-Rep 11 33266-Rep33266-Rep 22 33266-Rep33266-Rep 33 

DF060805-13DF060B05-13 DF060905-14DF060905-14 DF060905-16DF060905-16 DF060905-17DF060905-17 DF060905-1BDF060905-18 
59-1759-17 59-1959-19 59-2059-20 59-2159-21 59-2259-22

ReplicateReplicate 11 ReplicateReplicate 22 ReplicateReplicate 33 
124B1248 12521252 12501250 12501250 12501250 
5.005.00 3.883.88 2.832.83 2.832.83 2.642.64 

10.0910.09 10.0510.05 10.0B 10.08 10.0810.08 10.0510.05

DIQXINS DIOXINS 
2,3,7,B-Tetrachloro 2,3,7,8-Tetrachloro 11.711.7 11.511.5 

Triplicate Analysis Triplicate Anal sis 
9.19.1 21.221.2 3.23.2 3.23.2 3.23.2 

1,2,3,7,B-Pentachloro 1,2,3,7,8-Pentachloro 6.36.3 9.49.4 7.27.2 8.8 B.B 2.22.2 2.22.2 2.32.3 

1,2,3,4,7,B-Hexachloro1,2,3,4,7,8-Hexachloro 1.61.6 
1,2,3,6,7,B-Hexachloro1,2,3,6,7,8-Hexachloro 10.410.4 
1,2,3,7,B,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.90.9 

2.52.5 
14.614.6 

1.11.1 LQLa 

2.32.3 1.71.7 0.50.5 0.50.5 0.50.5 
13.313.3 B.28.2 3.23.2 3.33.3 3.33.3 

1.11.1 LQLa 0.50.5 0.20.2 LQLa 0.20.2 0.30.3 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,B-Heptachloro 3.13.1 3.73.7 3.03.0 1.01.0 0.60.6 0.40.4 LQ La 0.60.6

OctachloroOctachloro 9.79.7 13B138 13.313.3 12.012.0 6.96.9 6.B6.8 6.16.1 

FURANSFURANS 2,3,7,B-Tetrachloro 2,3,7,8-Tetrachloro 2.92.9 4.04.0 3.03.0 1.61.6 4.04.0 4.34.3 4.04.0

1,2,3,7,8-Pentachloro1,2,3,7,B-Pentachloro 
2,3,4,7,B-Pentachloro2,3,4,7,8-Pentachloro 

0.90.9 
20.220.2 

0.8O.B 
28.12B.1 

1.01.0 
19.219.2 

0.70.7 
1B.018.0 

0.50.5 
4.04.0 

0.50.5 
4.14.1 

0.60.6 
3.53.5 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,B-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,B-Hexachloro 
2,3,4,6,7,B-Hexachloro 2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,B,9-Hexachloro 

1.01.0 
1.11.1 
1.11.1 
0.10.1 NO ND 

1.21.2 
1.31.3 
1.31.3 
0.10.1 NONO 

1.31.3 
1.21.2 
1.01.0 
0.10.1 LQLa 

1.51.5 
1.31.3 
0.60.6 
0.20.2 

0.40.4 
0.40.4 
0.40.4 
0.10.1 

LQLa 
LQ La 
NONO 

0.30.3 
0.40.4 
0.40.4 
0.10.1 

LQ La 

NONO 

0.40.4
0.30.3 
0.30.3 
0.30.3

LC~LO 

1,2,3,4,6,7,B-Heptachloro 1,2,3,4,6,7,8-Heptachloro 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,B,9-Heptachloro 

1.91.9 
0.50.5 

2.42.4 
0.50.5 

1.91.9 
0.50.5 

1.8 1.B 
0.90.9 

1.21.2 
0.30.3 LQLa 

1.11.1
0.30.3 

0.70.7 
0.20.2 

OctachloroOctachloro 3.B3.8 4.44.4 4.34.3 5.35.3 3.43.4 3.43.4 2.92.9 

Non-o-PCBs:Non-o-PCBs: 
PCB B1 PCB 81 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

3,4,4',5-Tetrachloro3,4,4',5-Tetrachloro 
3,3',4,4'-Tetrachloro3,3',4,4'-Tetrachloro
3,3',4,4',5-Pentachloro3,3',4,4',5-Pentachloro 
3,3',4,4',5,5'-Hexachloro3,3',4,4',5,5'-Hexachloro 

2,BBO 2,880 
5,B40 5,840 
2,1902,190 

363363 

4,0304,030 
7,1407,140 
7,7607,760 

51851B 

3,1103,110 
8,000 B,OOO 
5,2205,220 

355355 

1,380 1,3BO 
3,0403,040 
4,7404,740 

390390 

324324 
1,5201,520 
1,2001,200 

266266 

321321 
1,5101,510
1,2101,210 

270270 

296296
1,4001,400 
1,0801,OBO 

245245 

LQLQ IonIon RatioRatio OutsideOutside ofof ±15%±15% Tolerances:Tolerances: AnalyteAnalyte isis eithereither << MethodMethod QuantificationQuantification LimitLimit oror isis subjectsubject toto InterferenceInterference 
NO ND NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection Limit (Si9nal/NoiseLimit (Signal/Noise << 3)3) 
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2 2 TableTable 9.9. 2,3,7,8-Substituted2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxin,Dibenzo-p-dioxin, Dibenzofuran,Dibenzofuran, andand Non-o-PCBNon-o-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File: DF060805-N59 File: DF060B05-N59 HudsonHudson RiverRiver eggs.:eggs.: 
DateDate Reported:Reported: AugustAugust 4,4, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, June 8-11, June B-11, . 
SampleSample Site/Matrix:Site/Matrix: 
CERCCERC Number:Number: 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-o-:Non-o-: GC/HRMS Set: N59-lnjection GC/HRMS Set NS9-lnjection No.No. 

HancockHancock Is.,Is., DelDel CoCo 
3326733267 

DF060905-20DF060905-20 
59-2459-24 

Franklin9ton,Schoharie Frankiington,Schoharie CoCo 
33268 3326B 

DF060905-21DF060905-21 
59-2559-25 

Frankiington,SchoharieFrankling!on,Schoharie CoCo 
3326933269 

DF060905-22DF060905-22 
59-2659-26 

Franklington,SchoharieFrankling!on,Schoharie CoCo 
3327033270 

DF060905-23DF060905-23 
59-2759-27 

Dumaven,DelawareDunraven,Delaware Co.Co. 
3327133271 

DF060905-25DF060905-25 
59-2959-29 

Dunraven,Delaware Dumaven,Delaware Co. CO.
3327233272 

DF060905-26DF060905-26 
59-3059-30 

SampleSample SubmitterSubmitter No.No. 

SampleSample MassMass ExtractedExtracted (grams):(grams): 

12511251 
5.065.06 

10.0810.08 

1256-a1256-a 
5.335.33 

10.0410.04 

1256-b1256-b 
3.533.53 

10.0510.05 

1256-c1256-c 
6.276.27 

10.0510.05 

1257-a1257-a 
3.483.48 

10.0710.07 

1257-b1257-b 
3.393.39 

10.0410.04 

DIQXI~SDIQXlrJlS 
2,3,7,8-Tetrachloro2,3,7,B-Tetrachloro 3.03.0 1.01.0 1.01.0 1.21.2 2.42.4 2.82.B 

1,2,3,7,8-Pentachloro1,2,3,7,B-Pentachloro 3.93.9 1.61.6 1.81.B 2.32.3 2.72.7 3.73.7 

1,2,3,4,7,8-Hexachloro 1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro 1,2,3,6,7,B-Hexachloro 
1,2,3,7,8,9-Hexachloro 1,2,3,7,B,9-Hexachloro 

0.70.7 
8.8 B.B 
0.70.7 

0.60.6 
2.62.6 
0.40.4 

0.60.6 
3.13.1 
0.40.4 

1.01.0 
2.62.6 
1.21.2 

0.70.7 
4.24.2 
0.20.2 LQLQ 

1.11.1 
6.06.0 
0.30.3 LQLQ 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,B-Heptachloro 1.51.5 2.32.3 2.22.2 2.12.1 1.21.2 1.21.2 

OctachloroOctachloro 29.929.9 21.921.9 3.43.4 6.36.3 7.87.B 5.15.1 

FURANSFURANS 2,3,7,8­2,3,7,B-TetrachloroTetrachloro 5.05.0 1.51.S 1.61.6 1.41.4 2.12.1 2.32.3 

1,2,3,7,8-Pentachloro 1,2,3,7,B-Pentachloro 
2,3,4,7,8-Pentachloro 2,3,4,7,B-Pentachloro 

1.11.1 
5.45.4 

0.70.7 
2.12.1 

0.50.5 
2.12.1 

1.61.6 
2.62.6 

0.50.5 
4.74.7 

0.60.6 
5.8 5.B 

1,2,3,4,7,8-Hexachloro 1,2,3,4,7,B-Hexachloro 1.01.0 0.60.6 0.60.6 1.11.1 0.50.5 0.60.6 
1,2,3,6,7,8-Hexachloro 1,2,3,6,7,B-Hexachloro 0.60.6 0.50.5 0.50.5 1.01.0 0.50.5 0.60.6 
2,3,4,6,7,8-Hexachloro 2,3,4,6,7,B-Hexachloro 0.60.6 0.40.4 LQLQ 0.40.4 1.41.4 0.50.5 LQLQ 0.50.5 LQLQ 
1,2,3,7,8,9-Hexachloro 1,2,3,7,B,9-Hexachloro 0.10.1 LQLQ 0.50.5 0.40.4 1.71.7 0.10.1 NONO 0.10.1 NONO 

1,2,3,4,6,7,8-Heptachloro 1,2,3,4,6,7,B-Heptachloro 
1,2,3,4,7,8,9-Heptachloro 1,2,3,4,7,B,9-Heptachloro 

0.90.9 
0.20.2 

0.70.7 
0.40.4 

0.60.6 
0.30.3 

0.90.9 
1.01.0 

1.21.2 
0.20.2 LQLQ 

1.21.2 
0.30.3 

OctachloroOctachloro 2.82.B 3.33.3 2.92.9 3.73.7 3.03.0 3.03.0 

Non-o-PCBs: Non-o -PCBs: 
PCBPCB 8181 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

3,4,4',5-Tetrachloro 3,4,4',5-Tetrachloro 
3,3',4,4'­3,3',4,4'-TetrachloroTetrachloro 
3,3',4,4',5-Pentachloro 3,3',4,4',S-Pentachloro 
3,3'3,3' ,4,4',4,4',5,5'-Hexachloro,5,5'-Hexachloro 

406406 
1,2501,250 
1,850 1,B50 

327327 

6161 
356356 
448 44B 
108108 

6868 
403403 
522522 
130130 

48 4B 
284 2B4 
356356 

86 B6 

192192 
979979 

1,0401,040 
285 2B5 

240240 
1,2401,240 
1,2701,270 

354354 

LQLQ IonIon RatioRatio OutsideOutside ofof ±15%±15% Tolerances:Tolerances: AnalyteAnalyte isis eithereither << MethodMethod QuantificationQuantification LimitLimit oror isis subjectsubject toto InterferenceInterference 
ND NO NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection Limit (Si9nallNoiseLimit (SignalINoise << 3)3) 
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3 3 TableTable 9.9. 2,3,7,8-Substituted2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxin,Dibenzo-p-dioxin, Dibenzofuran,Dibenzofuran, andand Non-o-PCBNon-o-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File: DF060805-N59File: DF060B05-N59 HudsonHudson RiverRiver eggs.:eggs.: 
DateDate Reported:Reported: AugustAugust 4,4, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, JuneJune B-11,B-11, .
SampleSample Site/Matrix:Site/Matrix: 
CERCNumber.CERCNumber. 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-o-:Non-o-: GC/HRMSGC/HRMS Set:Set: N59-lnjectionN59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

SampleSample MassMass Extracted ~grams):Extracted (grams): 

. 
ROller'sROller's IsIs.... NestNest NY56NY56 ROller'sROller's Is.,Is., NestNest NY56NY56 ROller'sROller's Is.,Is., NestNest NY56NY56 Inbocht BaX. Inbocht Ba~, NestNest NY 2; NY 2: CastletonCastleton Is.,Is., NestNest NY5NY5 Beerstan 2. Beerstan 2, NestNest NY891NY891 Bronx Is..Bronx Is., NestNest NY77NY77 
33273-Rep.33273-Rep. 11 33273-Rep.33273-Rep. 22 33273-Rep.33273-Rep. 33 3327433274 3327533275 3327633276 3327733277 
DF060905-27DF060905-27 DF060905-29DF060905-29 DF062905-20DF062905-20 DF060905-30DF060905-30 DF062905-19DF062905-19 DF060905-31DF060905-31 DF062905-1BDF062905-1B 

59-3159-31 59-3259-32 59-3459-34 59-3559-35 59-3659-36 59-3759-37 59-3959-39 
ReplicateReplicate 11 ReplicateReplicate 22 ReplicateReplicate 33 

130B130B 1308130B 130B130B 13091309 1310-a1310-a 1313-b1313-b 13111311 
2.492.49 2.432.43 2.392.39 2.502.50 4.474.47 5.025.02 4.784.78 

10.0510.05 10.0710.07 10.0310.03 10.0110.01 10.0610.06 10.0510.05 10.0410.04 

DIOXINSDIOXINS 
2,3,7,B-Tetrachloro2,3,7,B-Tetrachloro 16.616.6 

TriplicateTriplicate AnalysisAnalysis 
16.716.7 16.916.9 5.75.7 16.416.4 5.05.0 22.322.3 

1,2,3,7,8-Pentachloro1,2,3,7,B-Pentachloro 10.510.5 11.111.1 11.111.1 5.05.0 13.713.7 5.65.6 11.911.9 

1,2,3,4,7,B-Hexachloro1,2,3,4,7,B-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,B-Hexachloro 
1,2,3,7,B,9-Hexachloro1,2,3,7,B,9-Hexachloro 

2.92.9 
15.415.4 

1.31.3 

2.92.9 2.92.9 
15.615.6 14.514.5 

1.31.3 1.31.3 

1.11.1 
8.1B.1 
0.70.7 

4.04.0 
20.620.6 

1.41.4 

1.21.2 
7.B7.B 
O.BO.B 

2.92.9 
15.615.6 

1.61.6 LaLa 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,B-Heptachloro 3.93.9 3.43.4 3.63.6 5.35.3 3.53.5 2.52.5 3.B3.B 

OctachloroOctachloro 23.223.2 23.623.6 22.622.6 9B.49B.4 19.519.5 21.021.0 31.131.1 

FURANSFURANS 2,3,7,8­2,3,7,B-TetrachloroTetrachloro 2.52.5 2.52.5 2.42.4 3.83.8 1.01.0 6.56.5 1.51.5 

11,2,3,7,2,3,7,B-Pentachloro,B-Pentachloro 
2,3,4,7,B-Pentachloro2,3,4,7,B-Pentachloro 

O.BO.B 
33.B33.B 

O.BO.B 0.70.7 
34.834.B 34.234.2 

0.8O.B 
9.B9.B 

O.BO.B 
36.236.2 

1.21.2 
5.25.2 

0.70.7 
25.625.6 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,B-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,B-Hexachloro 
2,3,4,6,7,B-Hexachloro2,3,4,6,7,B-Hexachloro 
1,2,3,7,B,9-Hexachloro1,2,3,7,B,9-Hexachloro 

1.71.7 
1.51.5 
1.21.2 
0.10.1 LaLa 

1.61.6 1.71.7 
1.41.4 1.31.3 
0.90.9 1.21.2 
0.10.1 NDND 0.10.1 NDND 

0.70.7 
0.70.7 
0.50.5 
0.10.1 

2.32.3 
2.02.0 
1.71.7 
0.20.2 

O.BO.B 
O.BO.B 
0.60.6 
0.10.1 

1.71.7 
1.21.2 
1.61.6 
0.10.1 NDND 

1,2,3,4,6,7,8-Heptachloro 1,2,3,4,6,7,B-Heptachloro 
1,2,3,4,7,8,9-Heptachloro 1,2,3,4,7,B,9-Heptachloro 

1.81.B 
0.60.6 

1.61.6 
0.40.4 

1.01.0 
0.20.2 NDND 

0.60.6 
0.10.1 LaLa 

1.61.6 
0.40.4 NDND 

O.BO.B 
0.20.2 

0.60.6 
0.20.2 

LaLa 
NDND 

OctachloroOctachloro 4.14.1 3.B3.B 3.13.1 2.82.B 3.83.B 2.92.9 2.62.6 

Non-a-PCBs:Non-o-PCBs: 
PCBPCB B1B1 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

3,4,4',5-Tetrachloro3,4,4',5-Tetrachloro 
3,3',4,4'-Tetrachloro3,3',4,4'-Tetrachloro 
3,3',4,4',5-Pentachloro3,3',4,4',5-Pentachloro 
3,3',4,4',5,5'-Hexachloro3,3',4,4',5,5'-Hexachloro 

4,0904,090 
6,4306,430 
7,6807,6BO 

910910 LaLa 

4,1204,120 
6,5106,510 
7,8507,B50 

734734 

4,2504,250 
6,5306,530 
8,210B,210 

767767 

1,3301,330 
6,4006,400 
2,4002,400 

200200 

6,2406,240 
B,400B,400 

10,40010,400 
6B76B7 

326326 
2,4902,490 
1,0101,010 

163163 

3,2903,290 
6,9606,960 
5,7BO5,7BO 

412412 

LQLQ IonIon RatioRatio OutsideOutside ofof ±15%±15% Tolerances:Tolerances: AnalyteAnalyte isis eithereither << MethodMethod QuantificationQuantification LimitLimit oror isis subjectsubject toto InterferenceInterference 
NDND NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection LimitLimit (Signal/Noise(Signal/Noise << 3)3) 
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4 4 Non-a-PCBTableTable 9.9. 2,3,7,8-Substituted2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxin,Dibenzo-p-dioxin, Dibenzofuran,Dibenzofuran, andand Non-o-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File: OF06080S-NS9File: DF060805-N59 HudsonHudson RiverRiver eggs.:eggs.: 
DateDate Reported:Reported: AugustAugust 4, 200S4, 2005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, June 8-11,June 8-11,. 

SampleSample Site/Matrix:Site/Matrix: Beerstan 2. Beerstan 2, Nest NYB9 Nest NY89 Beerstan 2. Beerstan 2, Nest NYB9 Nest NY89 BeerstanBeerstan 2.2. Nest NYB9 Roundou! Nest NY89 Roundout 3,3, NestNest NY95NY95 ProcedureProcedure BlankBlank 11 ProcedureProcedure BlankBlank 22 ChickenChicken EggEgg BlankBlank 11

CERCCERC Number:Number: 33278-Rep.33278-Rep. 11 33278-Rep.33278-Rep. 22 33278-Rep.33278-Rep. 33 3327933279 PB02160S PB021605 PB022205PB02220S MB02160SMB021605 

OFs DFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 	 DF060905-33OF06090S-33 OF06090S-34 DF060905-34 OF06090S-3S DF060905-35 OF06090S-37 DF060905-37 DF052505-04OFOS2SOS-04 OFOS2SOS-OS DF052505-05 DF052505-07OFOS2SOS-07

Non-oNon-o-; GCIHRMS-: GC/HRMS Set:Set: N59-lnjection No.N59- Injection No. S9-40 59-40 59-41 S9-41 S9-42 59-42 59-44 S9-44 S9-4 59-4 59-5 S9-S S9-759-7 

Feb.Feb. 16,200516,200S Feb.Feb. 22,22, 2005200S Feb.Feb. 16,200516, 200S 
SampleSample SubmitterSubmitter No.No. 1313-a1313-a 1313-a1313-a 	 1313-a1313-a 131S 1315 Cone.Cone. (pg/g-eq)(pg/g-eq) Cone.Cone. (pg/g-eq)(pg/g-eq)

5.115.11 5.135.13 5.135.13 4.884.88 8.678.67 
SampleSample MassMass ExtractedExtracted (grams):(grams): 10.0710.07 10.0310.03 10.0310.03 10.0410.04 basedbased onon 1010 99 basedbased onon 1010 99 10.1S10.15 gg 

SAMPLESAMPLE LOSTLOST RECREC 
DIOXINSDIOXINS 	 TriplicateTriplicate AnalysisAnalysis atat AluminaAlumina FrxnFrxn 

2,3,7,8-Tetrachloro 2,3,7,8-Tetrachloro 4.64.6 	 4.64.6 4.44.4 NRNR 0.10.1 ND NO 0.10.1 NONO 0.1 NO0.1 ND 

1,2,3,7,8-Pentachloro 	1,2,3,7,8-Pentachloro 4.94.9 5.15.1 4.84.8 	 NRNR 0.10.1 NDNO 0.1 NO0.1 ND 0.10.1 NONO 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 1.21.2 1.11.1 1.11.1 	 NRNR 0.10.1 NONO 0.10.1 NONO 0.1 NO0.1 ND 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 7.67.6 7.67.6 	 7.37.3 NRNR 0.1 NO 0.1 ND 0.1 NO 0.1 ND 0.10.1 NDNO 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.90.9 0.70.7 0.80.8 	 NRNR 0.10.1 NONO 0.10.1 LaLa 0.1 NO0.1 ND 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 2.62.6 2.42.4 2.22.2 	 NRNR 0.10.1 NONO 0.1 NO 0.1 ND 0.30.3

OctachloroOctachloro 5.15.1 S.5 	5.5 5.45.4 	 NRNR 1.01.0 0.70.7 S.35.3 

FURANSFURANS 	 2,3,7,8-Tetrachloro 2,3,7,8-Tetrachloro 6.46.4 6.S 6.5 6.66.6 	 NRNR 0.10.1 NONO 0.10.1 NONO 0.10.1 NONO

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 1.11.1 1.11.1 1.01.0 LaLa NANA 0.10.1 LaLa 0.10.1 NDNO 0.10.1 NONO 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 5.1S.1 4.94.9 4.74.7 NRNR 0.1 NO 0.1 ND 0.10.1 NONO 0.10.1 LaLa

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.80.8 0.70.7 	 0.70.7 NANA 0.10.1 LaLa 0.1 NO 0.1 ND 0.10.1 LaLa
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 0.70.7 0.60.6 0.60.6 NANA 0.10.1 NONO 0.10.1 NONO 0.1 NO0.1 ND 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 	 0.60.6 0.50.5 O.S0.5 LaLa NRNR 0.1 NO 0.1 ND 	 0.10.1 ND NO 0.10.1 NONO
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.10.1 LaLa 0.10.1 NOND 0.10.1 NO ND NRNR 	 0.10.1 NONO 	 0.10.1 NONO 0.10.1 NDNO 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.90.9 0.90.9 0.70.7 LaLa NANA 0.10.1 NONO 0.10.1 LaLa 0.10.1 NOND 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 0.20.2 	 0.20.2 0.10.1 NDNO NRNR 	 0.10.1 NONO 0.10.1 NDNO 0.10.1 NDNO 

OctachloroOctachloro 	 3.03.0 2.92.9 2.92.9 NRNR 2.62.6 2.52.5 2.72.7 

Non-o-PCBs:Non-a-PCBs: 
PCBPCB 8181 3,4,4',5-Tetrachloro3,4,4',5-Tetrachloro 3S8 358 347347 3S6356 120120 0.50.5 0.10.1 0.40.4 LaLa
PCBPCB 7777 3,3',4,4'-3,3',4,4'-TetrachloroTetrachloro 2,6702,670 2,6902,690 2,6902,690 694694 3.93.9 2.02.0 LQLQ 4.24.2
PCBPCB 126126 	 3,3'3,3' ,4,4',4,4',5-Pentachloro,S-Pentachloro 1,0901,090 1,1001,100 1,1001,100 1,0301,030 0.70.7 0.40.4 LQLQ 0.90.9 LaLa 
PCBPCB 169169 	 3,3',4,4',S,S'-Hexachloro3,3',4,4',5,5'-Hexachloro 178178 176176 179179 3S8358 0.10.1 LQLQ 0.10.1 0.20.2 LaLa 

LQLQ IonIon RatioRatio OutsideOutside ofof ±15%±15% Tolerances:Tolerances: AnalyteAnalyte isis eithereither << MethodMethod QuantificationQuantification LimitLimit oror isis subjectsubject toto InterferenceInterference 
ND 	NO NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection Limit (Signal/NoiseLimit (SignalINoise << 3)3) 

NRNR NoNo RecoveryRecovery ofof mostmost 13C-surrogates13C-surrogates meansmeans thatthat nativenative analytesanalytes areare notnot quantifiable;quantifiable; NANA == NotNot AnalyzedAnalyzed 
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5 5 Non-a-PCBTableTable 9.9. 2,3,7,8-Substituted2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxin,Dibenzo-p-dioxin, Dibenzofuran,Dibenzofuran, andand Non-o-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File:File: DF06080S-NS9DF06080S-NS9 HudsonHudson RiverRiver eggs.:eggs.: 
DateDate Reported:Reported: AugustAugust 4,4, 200S200S 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, June 8-11, 
June 8-11,. 
SampleSample Site/Matrix:Site/Matrix: Chicken E99 	Chicken Egg BlankBlank 22 ChickenChicken EggEgg SeikeSeike 11 ChickenChicken EggEgg SeikeSeike 22 PositivePositive Control CareControl Ca!E 11 PositivePositive ControlControl CareCare 22 

CERCCERC Number:Number: MB02220SMB02220S MS02160SMS02160S MS02220SMS02220S PC02160SPC02160S PC02220SPC02220S QCQC CARPCARP (n=66)(n=66) 

DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. DFOS2S0S-08DFOS2S0S-08 DF06080S-0SDF06080S-0S DF06080S-06DF06080S-06 DF06080S-08DF06080S-08 DF06080S-09DF06080S-09 HISTORICHISTORIC (1994-2002)(1994-2002) 

Non-o-: Non-o -: GC/HRMS Set N59-GC/HRMS Set: NS9- InjectionInjection No.No. S9-9S9-9 S9-10S9-10 S9-11S9-11 S9-12S9-12 S9-14S9-14


Feb.22,200SFeb. 22, 200S Feb.Feb. 16,200S16,200S Feb.22,200SFeb. 22, 200S SaginawSaginaw CarpCarp SaginawSaginaw CarpCarp %%RelativeRelative 
SampleSample SubmitterSubmitter No.No. 	 DFs:DFs: 40,40, 200200 oror 400400 pg/gpg/g DFs:DFs: 40.40. 200200 oror 400400 pg/gpglg Feb.Feb. 16,16, 200S200S Feb.Feb. 22,200S22,200S AVERAGEA VERAGE StandardStandard 

9.109.10 9.129.12 9.789.78 13.4013.40 15.6015.60 (pg/g)(pg/g) DeviationDeviation 
SampleSample MassMass ExtractedExtracted (grams):(grams): 10.0610.06 g9 10.09g10.09g 10.02g 10.02~ S.17gS.17g S.08gS.08g 


FoundFound (Expected)(Expected) FoundFound (Expected)(Expected) 

DIQXII'l!SDIQXI~S 

2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 0.1 NO 	0.1 ND 38.338.3 (40)(40) 36.936.9 (40)(40) 17.917.9 20.S20.S 21.421.4 2020

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 0.1 NO 0.1 ND 193193 (200)(200) 194194 (200)(200) 	 11.011.0 11.411.4 10.610.6 1616

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.1 NO 0.1 	ND 190190 (200)(200) 191191 (200)(200) 4.34.3 4.74.7 4.54.5 1515 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 0.1 LQ 0.1 La 197197 (200)(200) 197197 (200)(200) 14.314.3 1S.S1S.S 14.414.4 1414
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.1 NO 0.1 ND 194194 	 (200)(200) 191191 (200)(200) 	 1.81.8 2.22.2 2.12.1 3131

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.40.4 190190 (200)(200) 188188 (200)(200) 17.017.0 17.017.0 17.717.7 1313 

OctachloroOctachloro 	 4.74.7 383383 (400)(400) 383383 (400)(400) 16.S16.S 16.5 16.S 	 17.917.9 2323 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 0.10.1 38.338.3 (40)(40) 37.437.4 (40)(40) 36.036.0 39.039.0 33.733.7 1919 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 0.1 NO 0.1 ND 199199 	 (200)(200) 200200 (200)(200) 	 13.013.0 14.114.1 11.911.9 1616
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 0.1 LQ 0.1 La 196196 	 (200)(200) 199199 (200)(200) 	 3S.S3S.S 37.637.6 35.535.5 1919

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.1 NO 0.1 ND 	 192192 (200)(200) 192192 (200)(200) 8.88.8 9.S9.S 9.29.2 1717
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 0.1 NO 0.1 ND 192192 (200)(200) 197197 (200)(200) S.7S.7 6.16.1 6.26.2 2121
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 0.1 NO 0.1 ND 199199 	 (200)(200) 196196 (200)(200) 3.13.1 3.S3.S 5.15.1 6060 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.10.1 NOND 18S18S (200)(200) 188188 (200)(200) 0.30.3 	 0.30.3 La LQ 0.30.3 7878 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.10.1 192192 (200)(200) 19S 	195 (200)(200) 11.811.8 12.312.3 	 10.710.7 2424 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 0.1 NO 0.1 ND 188188 	 (200)(200) 198198 (200)(200) 	 0.40.4 0.60.6 0.60.6 7676

OctachloroOctachloro 	 2.32.3 38S38S (400)(400) 384384 (400)(400) 4.84.8 4.34.3 5.35.3 172172 

Non-oNon-a-PCBs:-PCBs: SpkSpk 2020 iJg~g AroclorsAroclors SpkSpk 2020 iJg Aroclors~g Aroclors 	 (N=66) (N = 66) 

PCBPCB 8181 3,4,4'3,4,4',5-,S-TetrachloroTetrachloro 0.40.4 143143 (150)(150) 143143 (150)(150) 418418 462462 406406 1717 
PCBPCB 7777 3,3'3,3' ,4,4'-Tetrachloro ,4,4'-Tetrachloro 7.47.4 2,S302,S30 (2600)(2600) 2,S802,S80 (2600)(2600) 2,3702,370 2,6202,620 2,8402,840 1414 
PCBPCB 126126 3,3'3,3' ,4,4',4,4',S-Pentachloro,S-Pentachloro 1.11.1 6969 (96)(96) 6969 (96)(96) 984984 1,0801,080 1,0611,061 1414 
PCBPCB 169169 3,3',4,4',S,S'-Hexachloro 3,3',4,4',S,S'-Hexachloro 0.20.2 La LQ 1 <(7) < (7) 	 1 << (7)(7) 7070 7S7S 6868 1616 

NDND NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection Limit (Signal/NoiseLimit (SignallNoise << 3)3) 
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TableTable 10.10. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted Polychlorinated Dibenzo-p -dioxins, Polychlorinated Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, and Non-o -PCBsand Non-a-PCBs inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File:File: DF060805-N59DF060805-N59 HudsonHudson RiverRiver eggs.xlseggs.xls 
DateDate Reported:Reported: AugustAugust 3,3, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, June 8-11,2005June 8-11, 2005 

SampleSample Site/Matrix:Site/Matrix: 

CERCCERC Number:Number: 

DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 

Non-o-:Non-o-: GC/HRMSGC/HRMS Set: N59- InjectionSet: N59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

CruCru er'ser's Is,Is, HudsonHudson RR 
3326233262 

DF060805-10DF060805-10 
59-1559-15 

12421242 

GaGa 's s pt. Pt, HudsonHudson RR 

3326333263 
DF060805-12DF060805-12 

59-1659-16 

12461246 

CastletonCastleton Is.,Is., HudsonHudson R.R. 

3326433264 
DF060805-13DF060805-13 

59-1759-17 

12481248 

MuskellunMuskeliun ee Ck,JeffCk,Jeff Co.Co. 

3326533265 
DF060905-14DF060905-14 

59-1959-19 

12521252 

AshohanAshohan Res.,UlsterRes.,Ulster CoCo 

33266-Rep33266-Rep 11 
DF060905-16DF060905-16 

59-2059-20 
ReplicateReplicate 11 

12501250 

AshohanAshohan Res.,UlsterRes.,Ulster COCO 

33266-Rep33266-Rep 22 
DF060905-17DF060905-17 

59-2159-21 
ReplicateReplicate 22 

SampleSample MassMass ExtractedExtracted (grams):(grams): 10.0410.04 10.0510.05 10.0910.09 10.0510.05 10.0810.08 10.0810.08 

DIOXINSDIOXINS 
2,3,7,8-2,3,7,8-TetrachloroTetrachloro 7272 7373 7070 7070 7474 7070 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 8383 8080 7878 7676 7979 7676 

1,2,304,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 

7373 
6969 

7878 
7474 

7474 
7171 

7777 
7373 

7676 
7575 

7474 
7272 

1,2,304,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 6868 7373 7171 7575 7272 7777 

OctachloroOctachloro 5353 6868 6060 7070 6868 7070 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 6767 7070 6666 6868 7373 7070 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 
2,304,7,8-Pentachloro2,3,4,7,8-Pentachloro 

7272 
7272 

7373 
7777 

7171 
7373 

7676 
7676 

8080 
7878 

7777 
7777 

1,2,304,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 
2,304,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 

7373 
7070 
7070 
6767 

7979 
7676 
7676 
7171 

7474 
7272 
7171 
6868 

8080 
7777 
7979 
7676 

8080 
7979 
7878 
7272 

7676 
7575 
7676 
6969 

1,2,304,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 
1,2,304,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 

6161 
5959 

7070 
6666 

6767 
6464 

7676 
7474 

7272 
6868 

7272 
7070 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

304o4',5-Tetrachloro3,4,4',5-Tetrachloro 
3,3' 0404'­3,3',4,4'-TetrachloroTetrachloro 
3,3' 0404' ,5-Pentachloro3,3',4,4',5-Pentachlora 
3,3'0404'3,3' ,4,4',5,5'-Hexachloro,5,5'-Hexachloro 

6464 
6464 
6060 
5959 

6565 
6868 
6161 
5858 

6262 
6767 
5353 
5454 

6363 
6363 
6363 
6161 

5757 
6060 
5757 
6363 

5858 
6262 
5454 
6060 
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TableTable 10.10. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxins,Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, andand Non-a-PCBsNon-a-PCBs inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 2 2 

File:File: DF060805-N59DF060805-N59 HudsonHudson RiverRiver eggs.xlseggs.xls 
DateDate Reported:Reported: AugustAugust 3,20053,2005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, JuneJune 8-11,20058-11,2005 
SampleSample Site/Matrix:Site/Matrix: 
CERCCERC Number:Number: 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-o -: Non-o-: GC/HRMS Set N59- InjectionGC/HRMS Set: N59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

Ashohan Res .• UlsterAshohan Res.,Ulster CoCo 
33266-Rep33266-Rep 33 
DF060905-18DF060905-18 

59-2259-22 
ReplicateReplicate 33 
I 

HancockHancock Is.,Is., DelDel CoCo 
3326733267 

DF060905-20DF060905-20 
59-2459-24 

12511251 

FranklinFranklin on,Schoharieon,Schoharie CoCo 
3326833268 

DF060905-21DF060905-21 
59-2559-25 

1256-a1256-a 

Franklin ton,SchoharieFranklin on,Schoharie CoCo 
3326933269 

DF060905-22DF060905-22 
59-2659-26 

1256-b1256-b 

FranklinFranklin ton,Schoharieton,Schoharie CoCo 
3327033270 

DF060905-23DF060905-23 
59-2759-27 

1256-c1256-c 

Dunraven,DelawareDunraven,Delaware CO.CO. 
3327133271 

DF060905-25DF060905-25 
59-2959-29 

1257-a1257-a 

SampleSample MassMass ExtractedExtracted (grams):(grams): 10.0510.05 10.0810.08 10.0410.04 10.0510.05 10.0510.05 10.0710.07 

DIOXINSDIOXINS 
2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7373 7070 7070 7070 7171 6767 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 7878 7474 7575 7575 7777 7878 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 

7474 
7272 

7373 
7070 

7070 
7070 

7373 
7070 

7474 
7373 

6464 
6565 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 7373 7373 7171 7474 7474 7171 

OctachloroOctachloro 7171 6868 6868 6969 6565 6464 

FURANSFURANS 2,3,7,8-2,3,7,8-TetrachloroTetrachloro 7070 6969 7070 6868 6969 6262 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 

7777 
7777 

7373 
7373 

7575 
7878 

7474 
7575 

7575 
7676 

7070 
6666 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 

7979 
7676 
7676 
7070 

7777 
7575 
7575 
6969 

7373 
7171 
7272 
6767 

7474 
7171 
7373 
7070 

7979 
7777 
7878 
7272 

6666 
6565 
6464 
5959 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 

7373 
6868 

7272 
6666 

7070 
6868 

7373 
7070 

7373 
7070 

6666 
6161 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 3,4,4'3,4,4' ,5-,5-TetrachloroTetrachloro 
PCBPCB 7777 3,3'3,3' ,4,4'-,4,4'-TetrachloroTetrachloro 
PCBPCB 126126 3,3'3,3' ,4,4',4,4',5-Pentachloro,5-Pentachloro 
PCBPCB 169169 3,3'3,3',4,4',4,4',5,5'-Hexachloro,5,5'-Hexachloro 

4646 
4747 
5858 
5050 

5252 
5454 
6464 
5353 

5353 
5353 
5555 
5050 

5050 
4848 
5050 
5050 

5151 
5050 
4848 
5151 

5151 
5454 
4848 
5252 
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3 TableTable 10.10. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted Polychlorinated Dibenzo-p -dioxins, Polychlorinated Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, and Non-o -PCBsand Non-o-PCBs inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 3

File:File: DF060805-N59DF060805-N59 HudsonHudson RiverRiver eggs.xlseggs.xls 
DateDate Reported:Reported: AugustAugust 3,3, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, June 8-11,2005June 8-11, 2005 
SampleSample Site/Matrix:Site/Matrix: 
CERCCERC Number:Number: 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-o-:Non-o-: GC/HRMSGC/HRMS Set: N59- InjectionSet: N59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

Dunraven,DelawareDunraven,Delaware Co.Co. 

3327233272 
DF060905-26DF060905-26 

59-3059-30 

1257-b1257-b 

RoRo er'ser's Is.,Is., NestNest NY56NY56 

33273-Rep.33273-Rep. 11 
DF060905-27DF060905-27 

59-3159-31 
ReplicateReplicate 11 

13081308 

Ro e1'sRo er's Is.,Is., NestNest NY56NY56 

33273-Rep.33273-Rep. 22 
DF060905-29DF060905-29 

59-3259-32 
ReplicateReplicate 22 

13081308 

RoRo er'ser's Is.,Is., NestNest NY56NY56 

33273-Rep.33273-Rep. 33 
DF062905-20DF062905-20 

59-3459-34 
ReplicateReplicate 33 

13081308 

Inbocht SaInbocht Ba , , NestNest NYNY 2828 Castleton

3327433274 
DF060905-30DF060905-30 

59-3559-35 

13091309 

Castleton Is.,Is., NestNest NY52NY52 

3327533275 
DF062905-19DF062905-19 

59-3659-36 

1310-a1310-a 

~ssSample Mass ExtractedExtracted (grams):(grams): 10.0410.04 10.0510.05 10.0710.07 10.0310.03 10.0110.01 10.0610.06 

DIOXINSDIOXINS 
2,3,7,8-2,3,7,8-TetrachloroTetrachloro 7373 6262 6363 4444 7474 6262 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 8282 7171 7070 4545 8686 6464 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 

7474 
7474 

6363 
6060 

6464 
6262 

4242 
4444 

7575 
7373 

6262 
6363 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 7777 6666 6666 4343 7777 6363 

OctachloroOctachloro 6767 6161 6262 4141 6868 6262 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7171 5454 5959 4343 7171 6565 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 

7979 
8080 

6060 
5757 

6666 
6666 

4646 
4646 

7878 
7878 

6565 
6767 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 

7979 
7878 
7777 
7474 

6464 
6161 
5757 
5757 

6767 
6464 
6565 
6363 

4343 
4646 
4444 
4242 

7777 
7373 
7474 
7474 

6666 
6767 
6565 
6363 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 

7373 
7272 

5959 
5858 

6767 
6262 

4747 
4444 

7373 
7272 

6666 
6464 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

3,4,4'3,4,4' ,5-,5-TetrachloroTetrachloro 
3,3'3,3' ,4,4'-,4,4'-TetrachloroTetrachloro 
3,3',4,4'3,3',4,4',5-Pentachloro,5-Pentachloro 
3,3',4,4'3,3',4,4',5,5'-Hexachloro,5,5'-Hexachloro 

4646 
4747 
5555 
5151 

4747 
4646 
4949 
3737 

4848 
4848 
4747 
4040 

3737 
3737 
3333 
3333 

6262 
6565 
5252 
5454 

5353 
5252 
4747 
4646 
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4 4 TableTable 10.10. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxins,Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, and Non-o-PCBsand Non-a-PCBs inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File:File: DF060805-N59DF060805-N59 HudsonHudson RiverRiver eggs.xlseggs.xls 
DateDate Reported:Reported: AugustAugust 3,3, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, JuneJune 8-11,8-11, 20052005 
SampleSample Site/Matrix:Site/Matrix: 
CERCCERC Number:Number: 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-oNon-o -:-: GC/HRMSGC/HRMS Set:Set: N59-N59- InjectionInjection No.No. 

BeerstanBeerstan 2,2, NestNest NY89bNY89b Bronx Is.. Bronx Is., Nest NY??Nest NY77 BeerstanBeerstan 2,2, NestNest NY89NY89 BeerstanBeerstan 2,2, NestNest NY89NY89 BeerstanBeerstan 2,2, NestNest NY89NY89 RoundoutRoundout 3,3, NestNest NY95NY95 

3327633276 3327733277 33278-Rep.33278-Rep. 11 33278-Rep.33278-Rep. 22 33278-Rep.33278-Rep. 33 3327933279 
DF060905-31DF060905-31 DF062905-18DF062905-18 DF060905-33DF060905-33 DF060905-34DF060905-34 DF060905-35DF060905-35 DF060905-37DF060905-37 

59-3759-37 59-3959-39 59-4059-40 59-4159-41 59-4259-42 59-4459-44 

SampleSample SubmitterSubmitter No.No. 11313-b1313-b 13111311 1313-a1313-a 1313-a1313-a 1313-a1313-a 13151315 

Sample Mass Extracted (qrams): 10.0510.05 10.0410.04 10.0710.07 10.0310.03 10.0310.03 10.0410.04 

DIOXINSDIOXINS 
2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7272 4343 7676 7878 7979 NRNR 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 8080 4444 8585 8989 7979 NRNR 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 

7474 
7474 

4040 
4444 

7474 
7575 

7777 
7878 

7575 
8484 

NRNR 
NRNR 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 7575 4343 7979 7979 7878 NRNR 

OctachloroOctachloro 6969 4141 6868 7373 7272 NRNR 

FURANSFURANS 2,3,7,8-2,3,7,8-TetrachloroTetrachloro 7272 4141 6464 7070 7474 NRNR 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 

7878 
8282 

4343 
4545 

7878 
7171 

8484 
8282 

7979 
7777 

NANA 
NRNR 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 

7878 
7676 
7777 
7272 

4444 
4949 
4646 
4242 

7979 
8080 
7373 
7575 

8080 
8181 
7575 
7272 

7878 
8686 
7979 
7575 

NANA 
NANA 
NRNR 
NRNR 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 

7474 
7070 

4545 
4343 

7474 
7070 

7373 
7171 

7575 
7474 

NANA 
NRNR 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

3,4,4',5­3,4,4',5-TetrachloroTetrachloro 
3,3'3,3',4,4'-,4,4'-TetrachloroTetrachloro 
3,3'3,3',4,4',4,4',5-Pentachloro,5-Pentachloro 
3,3'3,3' ,4,4',4,4',5,5'-Hexachloro,5,5'-Hexachloro 

6262 
6666 
5353 
6262 

3535 
3737 
3030, 
3333 

4040 
4343 
4848 
5454 

6363 
5757 
6565 
7676 

5252 
4949 
5050 
5959 

5959 
4646 
5050 
6262 

NANA DenotesDenotes NOTNOT ANALYZEDANALYZED becausebecause majoritymajority ofof otherother 13C-Surrogates13C-Surrogates werewere notnot recoveredrecovered 

NRNR DenotesDenotes NONO RECOVERYRECOVERY of deSignatedof designated 13C-Surrogate13C-Surrogate 
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TableTable 10.10. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxins,Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, and Non-a-PCBsand Non-o-PCBs inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 5 5 

File:File: DF060805-N59DF060805-N59 HudsonHudson RiverRiver eggs.xlseggs.xls 
DateDate Reported:Reported: AugustAugust 3,3, 20052005 
DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, JuneJune 8-11,8-11, 20052005 
SampleSample Site/Matrix:Site/Matrix: 
CERCCERC Number:Number: 
DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 
Non-o -: Non-o-: GC/HRMSGC/HRMS Set: N59- InjectionSet: N59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

ProcedureProcedure BlankBlank 11 
PB021605PB021605 
DF052505-04DF052505-04 

59-459-4 
Feb.Feb. 16,200516,2005 

ProcedureProcedure BlankBlank 22 
PB022205PB022205 
DF052505-05DF052505-05 

59-559-5 
Feb. 22, 2005Feb. 22,2005 

ChickenChicken EE BlankBlank 11 
MB021605MB021605 
DF052505-07DF052505-07 

59-759-7 
Feb.Feb. 16,200516,2005 

ChickenChicken EE BlankBlank 22 
MB022205MB022205 
DF052505-08DF052505-08 

59-959-9 
Feb. 22, 2005Feb. 22,2005 

ChickenChicken EE SS ikeike 11 Chicken Egg Spike 2Chicken E S ike2 
MS021605MS021605 MS022205MS022205 
DF060805-05DF060805-05 DF060805-06DF060805-06 

59-1059-10 59-1159-11 
Feb.Feb. 16,200516,2005 Feb. 22, 2005Feb. 22,2005 
DFs:DFs: 40,40, 200200 oror 400400 pg/gpg/g DFs:DFs: 40,40, 200200 oror 400400 pg/gpg/g 

SampleSample MassMass ExtractedExtracted (grams):(grams): 10.15 g10.15 10.0610.06 gg 10.09g10.09g 10.02g10.02g 

DIQXI~SDIOXINS 
2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7272 6363 7171 6464 7373 7272 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 7575 6666 7272 6666 7676 8181 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 

7272 
8383 

6363 
7070 

7171 
7575 

6363 
6767 

7878 
7575 

7777 
7373 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 7070 6464 6868 6161 7777 7676 

OctachloroOctachloro 5959 5858 6464 5757 7474 6767 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7474 6464 7171 6262 7171 6767 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 

7676 
7777 

6464 
6767 

7171 
7272 

6363 
6767 

7777 
7676 

7373 
7575 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 

7878 
8787 
8181 
7272 

6767 
7171 
6969 
6161 

7474 
7777 
7474 
6868 

6464 
6767 
6666 
6161 

7777 
7878 
7474 
7171 

7676 
7171 
7474 
7373 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 

7474 
6565 

6666 
6262 

7171 
6868 

6262 
5959 

7272 
7373 

7272 
6969 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 3,4,4' ,5-Tetrachloro3,4,4',5-Tetrachloro 
PCBPCB 7777 3,3'3,3',4,4'-,4,4'-TetrachloroTetrachloro 
PCBPCB 126126 3,3',4,4',5-Pentachloro3,3',4,4',5-Pentachloro 
PCBPCB 169169 3,3',4,4'3,3',4,4',5,5'-Hexachloro,5,5'-Hexachloro 

5050 
4747 
5858 
4949 

5050 
5252 
6060 
5656 

5757 
5555 
6060 
5858 

5454 
5555 
5050 
5353 

5959 
6161 
5555 
5555 

5858 
6060 
5050 
5454 
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6 6 
TableTable 10.10. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxins,Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, andand Non-o-PCBsNon-o-PCBs inin BaldBald EagleEagle EggsEggs fromfrom HudsonHudson River,River, NYNY 

File:File: DF060805-N59DF060805-N59 HudsonHudson RiverRiver eggs.xlseggs.xls 

DateDate Reported:Reported: AugustAugust 3,20053,2005 

DatesDates Analyzed:Analyzed: MayMay 17-19,17-19, JuneJune 8-11,8-11, 20052005 

SampleSample Site/Matrix:Site/Matrix: 

CERCCERC Number:Number: 

DFsDFs GC/HRMSGC/HRMS Set-InjectionSet-Injection No.No. 

Non-o -: Non-o-: GC/HRMSGC/HRMS Set: N59- InjectionSet: N59-lnjection No.No. 

SampleSample SubmitterSubmitter No.No. 

PositivePositive ControlControl CarCar 
PC021605PC021605 
DF060805-08DF060805-08 

59-1259-12 
SaginawSaginaw CarpCarp 
Feb.Feb. 16,200516,2005 

PositivePositive Control Cam 2Control Car 2
PC022205PC022205 
DF060805-09DF060805-09 

59-1459-14 
SaginawSaginaw CarpCarp 
Feb.Feb. 22,22, 20052005 

SampleSample MassMass Extracted (grams):Extracted (grams : 5.17g5.17g 5.08g5.08 

DIOXINSDIOXINS 
2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7272 7070 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 7878 8181 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 

7676 
7373 

7676 
7171 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 7272 7474 

OctachloroOctachloro 7070 5151 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7070 6666 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 

7777 
7676 

7373 
7171 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 
1,2,3.6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 

7676 
7575 
7373 
7070 

7575 
7373 
7373 
6868 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 

7070 
6666 

6161 
5757 

Non-o-PCBs:Non-o-PCBs: 
PCBPCB 8181 
PCBPCB 7777 
PCBPCB 126126 
PCBPCB 169169 

3,4,4' ,5-Tetrachloro3,4,4',5-Tetrachloro 
3,3',4,4'-Tetrachloro3,3',4,4'-Tetrachloro 
3,3',4,4',5-Pentachloro3,3',4,4',5-Pentachloro 
3,3',4,4' ,5,5'-Hexachloro3,3',4,4',5,5'-Hexachloro 

6363 
6565 
5858 
6060 

5454 
5757 
5050 
5656 
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2,3,7,S-Substituted Dibenzo-p -dioxin, Non-a-PCBTableTable 11.11. 2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxin, Dibenzofuran,Dibenzofuran, andand Non-o-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle BloodBlood SamplesSamples fromfrom HudsonHudson River,River, NYNY 

File:File: DF0605-N60DF0605-N60 HudsonHudson RR bloods.xlsbloods.xls 
DateDate Reported:Reported: August 4, 2005August 4,2005 
DatesDates Analyzed:Analyzed: JuneJune 23-24,23-24, 29,29, 20052005 
SampleSample Site/Matrix:Site/Matrix: AstorAstor CoveCove LetchworkLetchwork S.S. ParkPark BashakillBashakill NewNew WaterfordWaterford Pillar Pt,Pillar pt, M.M. CreekCreek MontezumaMontezuma TustenTusten 
CERCCERC Number:Number: 3328033280 3328133281 3328233282 3328333283 3328433284 3328533285 3328633286 
DFsDFs GC/HRMSGC/HRMS Set:Set: -- InjectionInjection No.No. DF062905-08OF062905-08 DF062905-09OF062905-09 DF062905-10OF062905-10 OF062905-12OF062905-12 DF062905-13DF062905-13 OF062905-14DF062905-14 OF062905-16DF062905-16 
Non-a-:Non-o-: GC/HRMSGC/HRMS Set:Set: N60-N60- InjectionInjection No.No. 60-860-8 60-1060-10 60-1160-11 60-1360-13 60-1460-14 60C-260C-2 60C-460C-4 

SampleSample SubmitterSubmitter No.No. 12641264 12491249 12651265 97-132197-1321 53:131653:1316 4:13174:1317 20:131920:1319 
0.60.6 0.70.7 1.91.9 0.50.5 2.02.0 0.60.6 0.. 50.5 

SampleSample MassMass Extracted (grams):Extracted {9rams): 5.04g5.049 1.06g1.069 4.10g4.10g 4.10g4.10g 0.51g0.51 9 5.07g5.079 4.03:g4.0319 

QIQXII'lISDIOXINS 
2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 0.20.2 0.10.1 LQLa 0.20.2 NOND 0.10.1 NOND 0.50.5 NOND 0.10.1 LQLa 0:10:1 NOND 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 0.10.1 NOND 0.10.1 LQLa 0.20.2 NOND 0.20.2 NONO 0.50.5 NOND 0.10.1 NOND 0:10.1 NONO 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.10.1 NOND 0.10.1 NOND 0.20.2 NONO 0.10.1 NONO 0.50.5 NOND 0.10.1 NONO 0.10.1 NOND 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 0.10.1 LQLa 0.10.1 NOND 0.20.2 NONO 0.10.1 NOND 0.60.6 NOND 0.10.1 NOND 0.10.1 NOND 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.10.1 NOND 0.10.1 LQLa 0.50.5 NOND 0.20.2 NOND 1.21.2 NOND 0.10.1 NOND 0.1 0:1 NOND 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.10.1 NOND 0.70.7 1.61.6 LQLa 0.30.3 NONO 2.72.7 LQLa 0.30.3 NOND 0.10.1 NOND 

OctachloroOctachloro 1.01.0 3.73.7 6.36.3 0.90.9 6.36.3 LQLa 0.80.8 LQLQ 0.70.7 LQLa 

FURANSFURANS 2,3,7,8-2,3,7,8-TetrachloroTetrachloro 0.40.4 LQLa 0.20.2 LQLa 0.50.5 NOND 0.80.8 NONO 2.02.0 0.20.2 0.30.3 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 0.10.1 NOND 0.10.1 LQLa 0.20.2 NONO 0.20.2 NOND 0.70.7 LQLa 0.10.1 LQLa 0.10.1 NOND 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 0.30.3 0.20.2 0.60.6 0.30.3 NOND 1.11.1 0.20.2 0.20.2 LQLa 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.10.1 NONO 0.10.1 NOND 0.20.2 NOND 0.10.1 NOND 1.31.3 0.10.1 NOND 0.10.1 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 0.10.1 NOND 0.10.1 NOND 0.20.2 NOND 0.10.1 NONO 0.50.5 LQLa 0.10.1 NONO 0.10.1 NOND 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 0.10.1 NOND 0.10.1 NOND 0.20.2 NOND 0.10.1 NOND 0.70.7 LQLa 0.10.1 NOND 0.10.1 NONO 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.10.1 NOND 0.10.1 NOND 0.20.2 NOND 0.10.1 NONO 1.01.0 0.10.1 NONO 0.10.1 NONO 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.30.3 NOND 0.10.1 NOND 0.70.7 NOND 0.20.2 NOND 0.60.6 NOND 0.20.2 LQLa 0.10.1 NOND 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 0.10.1 NOND 0.10.1 NOND 0.20.2 NOND 0.10.1 NOND 0.50.5 NOND 0.10.1 NONO 0.10.1 NONO 

OctachloroOctachloro 3.03.0 2.82.8 3.83.8 2.52.5 10.810.8 2.22.2 2.72.7 

Non-o-PCBs:Non-o -PCBs: 
PCBPCB 8181 3,4,4',5­3,4,4',5-TetrachloroTetrachloro 1010 6.76.7 0.80.8 4343 1616 1.51.5 1.01.0 
PCBPCB 7777 3,3',4,4'­3,3',4,4'-TetrachloroTetrachloro 100100 9696 1212 349349 118118 1414 1414 
PCBPCB 126126 3,3',4,4',5-Pentachloro3,3',4,4',5-Pentachloro 2424 2727 2.3 LQ2.3 La 3131 3535 4.04.0 21.3~1.3 

PCBPCB 169169 3,3',4,4',5,5'-Hexachloro3,3',4,4',5,5'-Hexachloro 2.32.3 8.58.5 0.20.2 1.21.2 1.6 LQ1.6 La 0.4 LQ0.4 La 0.50.5 

LQLQ IonIon RatioRatio OutsideOutside ofof ±15%±15% Tolerances:Tolerances: AnalyteAnalyte isis eithereither << MethodMethod QuantificationQuantification LimitLimit oror isis subjectsubject toto InterferenceInterference 
NDND NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection LimitLimit (Signal/Noise(Signal/Noise << 3)3) 
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2 2 2,3,7,B-SubstitutedTableTable 11.11. 2,3,7,8-Substituted PolychlorinatedPolychlorinated Dibenzo-pDibenzo-p -dioxin,-dioxin, Dibenzofuran,Dibenzofuran, andand Non-oNon-o -PCB-PCB ConcentrationsConcentrations (pg/g)(pg/g) inin BaldBald EagleEagle BloodBlood SamplesSamples fromfrom HudsonHudson River,River, NYNY 

File: DF060S-N60File: DF0605-N60 HudsonHudson RR bloods.xlsbloods.xls 
DateDate Reported:Reported: August 4, 200SAugust 4,2005 
DatesDates Analyzed:Analyzed: June 23-24, 29, 200SJune 23-24,29,2005 
SampleSample Site/Matrix:Site/Matrix: QualityQuality AssuranceAssurance SamplesSamples 
CERCCERC Number:Number: ProcedureProcedure BlankBlank BovineBovine BloodBlood BlkBlk BovineBovine BloodBlood SpkSpk 
DFsDFs GC/HRMSGC/HRMS Set:Set: -- InjectionInjection No.No. DF062905-03DF06290S-03 DF062905-04DF06290S-04 DF06290S-06DF062905-06 
Non-o-:Non-o-: GC/HRMSGC/HRMS Set:Set: N60-N60- InjectionInjection No.No, 60-460-4 60-560-S 60-760-7 

Feb. 28,200S Feb. 28,2005 Feb. 28,200S Feb. 28,2005 Feb. 28, 200SFeb.28,2005 
SampleSample SubmitterSubmitter No.No. Cone.Cone. (pg/g-eq)(pg/g-eq) DFs:DFs: 80,80, 400400 oror 800800 pg/gpg/g 

0.30.3 0.30.3 
SampleSample MassMass ExtractedExtracted (grams):(grams): basedbased onon 55 99 5.02gS.02g S.02g5.02g 

FoundFound (Expected)(Expected) 
OIQXII'lISDIOXINS 

2,3,7,8-Tetrachloro 2,3,7,8-Tetrachloro 0.10.1 NDND 0.10.1 NDND 6S.7 65.7 (80)(80)

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 0.10.1 NDNO 0.10.1 NDNO 337337 (400)(400) 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.10.1 NDNO 0.10.1 NDNO 320320 (400)(400) 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 0.10.1 NDNO 0.1 NO 0.1 ND 3543S4 (400)(400) 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.1 NO 0.1 ND 0.1 NO0.1 ND 328328 (400)(400) 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.10.1 NDNO 0.20.2 3553SS (400)(400) 

OctachloroOctachloro 0.60.6 LQLQ 1.01.0 686686 (800)(800) 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 0.10.1 0.2 NO 0.2 ND 64.264.2 8080

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 0.10.1 NDNO 0.10.1 LQLQ 3563S6 (400)(400) 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 0.10.1 NDNO 0.20.2 LQLQ 334334 (400)(400) 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 0.20.2 NDNO 0.10.1 LQLQ 319319 (400)(400) 
1,2,3,6,7,8-Hexachloro 1,2,3,6,7,8-Hexachloro 0.1 NO0.1 ND 0.10.1 NDNO 3513S1 (400)(400) 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 0.10.1 NDNO 0.10.1 NDNO 349349 (400)(400) 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 0.10.1 NDNO 0.10.1 NDNO 323323 (400)(400) 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 0.20.2 LQLQ 0.20.2 NDNO 346346 (400)(400) 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 0.10.1 NDNO 0.1 NO 0.1 ND 349349 (400)(400) 

OctachloroOctachloro 3.93.9 4.04.0 691691 (800)(800) 

Non-o -PCBs: Non-a-PCBs: SpkSpk 1010 Ilg Aroclorsj.lg Aroclors 

PCBPCB 8181 3,4,4',S-3,4,4',5-TetrachloroTetrachloro 0.60.6 0.5 LQO.S LQ 173173 (150)(150) 
PCBPCB 7777 3,3',4,4'-3,3',4,4'-TetrachloroTetrachloro 5.65.6 6.36.3 2,4902,490 (2600)(2600)
PCBPCB 126126 3,3'3,3',4,4',S-Pentachloro ,4,4',5-Pentachloro 0.80.8 1.01.0 7676 (96)(96)
PCBPCB 169169 3,3',4,4',5,5'-Hexachloro3,3',4,4',S,S'-Hexachloro 0.20.2 0.20.2 0.80.8 << ( ( 7)7) 

LQLQ IonIon RatioRatio OutsideOutside of ±1S%of ±15% Tolerances:Tolerances: AnalyteAnalyte isis eithereither << MethodMethod QuantificationQuantification LimitLimit oror isis subjectsubject toto InterferenceInterference 
NDND NotNot DetectedDetected atat SpecifiedSpecified DetectionDetection LimitLimit (Signal/Noise(Signal/Noise << 3)3) 
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TableTable 12.12. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted PolychlorinatedPolychlorinated Dibenzo-p-dioxins,Dibenzo-p-dioxins, Dibenzofurans,Dibenzofurans, and Non-a-PCBsand Non-o-PCBs inin BaldBald EagleEagle BloodBlood SamplesSamples fromfrom HudsonHudson River,River, NYNY 

File:File: DF0605-N60DF0605-N60 HudsonHudson RR bloods.xlsbloods.xls 
DateDate Reported:Reported: AugustAugust 4,20054,2005 
DatesDates Analyzed:Analyzed: JuneJune 23-24,23-24, 29,29, 20052005 
SampleSample Site/Matrix:Site/Matrix: AstorAstor CoveCove LetchworkLetchwork S.S. ParkPark BashakillBashakill NewNew WaterfordWaterford PillarPillar Pt,Pt, M.M. CreekCreek MontezumaMontezuma 
CERCCERC Number:Number: 3328033280 3328133281 3328233282 3328333283 3328433284 3328533285 
DFsDFs GC/HRMSGC/HRMS Set:Set: InjectionInjection No.No. DF062905-08DF062905-08 DF062905-09DF062905-09 DF062905-10DF062905-10 DF062905-12DF062905-12 DF062905-13DF062905-13 DF062905-14DF062905-14 
Non-a -: Non-o-: GC/HRMSGC/HRMS Set: N60- InjectionSet: N60-lnjection No.No. 60-860-8 60-1060-10 60-1160-11 60-1360-13 60-1460-14 60C-260C-2 

SampleSample SubmitterSubmitter No.No. 12641264 12491249 12651265 97-132197-1321 53:131653:1316 4:13174:1317 

SampleSample MassMass ExtractedExtracted (grams):(grams): 5.04g5.04g 1.06g1.06 4.10g4.10g 4.10g4.10g 0.51g0.51g 5.07g5.07 

DIOXINSDIQXIf!lS 
2,3,7,8-2,3,7,8-TetrachloroTetrachloro 7272 7777 8181 6868 8282 8080 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 8181 8282 8888 7878 8686 9696 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 7575 7777 8080 7272 8484 7575 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 7575 8080 8080 7171 8383 8080 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 6767 7676 7575 6666 8888 8181 

OctachloroOctachloro 6363 7272 7272 6363 8383 7171 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 6767 6868 7272 6262 8181 7979 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 7272 7676 8282 7171 8787 8787 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 7777 8080 8484 7474 9090 9090 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 7676 7878 7979 7272 9090 8787 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 7373 7878 7979 6868 9090 9393 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 6969 7272 7676 6666 8585 8383 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 7070 7272 7575 6767 8585 8484 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 6767 7272 7474 6565 9090 8282 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 6363 7171 7272 6262 9090 7979 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 3,4,4'3,4,4' ,5-,5-TetrachloroTetrachloro 6565 7777 8888 8585 6464 4949 
PCBPCB 7777 3,3'3,3' ,4,4'-,4,4'-TetrachloroTetrachloro 5757 6868 7474 7878 5353 4343 
PCBPCB 126126 3,3'3,3',4,4',4,4' ,5-Pentachloro,5-Pentachloro 5656 6262 6969 6868 6363 6060 
PCBPCB 169169 3,3',4,4'3,3',4,4' ,5,5'-Hexachloro,5,5'-Hexachloro 6464 8383 9797 9696 6767 4949 
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2 2 TableTable 12.12. PercentPercent RecoveryRecovery ofof 13C-Substituted13C-Substituted Polychlorinated Dibenzo-p-dioxins, Polychlorinated Dibenzo-p -dioxins, Dibenzofurans,Dibenzofurans, and Non-o-PCBsand Non-o -PCBs inin BaldBald EagleEagle BloodBlood SamplesSamples fromfrom HudsonHudson River,River, NYNY 

File:File: DF0605-N60DF0605-N60 HudsonHudson RR bloods.xlsbloods.xls 
DateDate Reported:Reported: AugustAugust 4,4, 20052005 
DatesDates Analyzed:Analyzed: JuneJune 23-24,23-24, 29,29, 20052005 
SampleSample Site/Matrix:Site/Matrix: TustenTusten QualityQuality AssuranceAssurance SamplesSamples 
CERCCERC Number:Number: 3328633286 ProcedureProcedure BlankBlank BovineBovine BloodBlood BlkBlk BovineBovine BloodBlood SpkSpk 
DFsDFs GC/HRMSGC/HRMS Set:Set: InjectionInjection No.No. DF062905-16DF062905-16 DF062905-03DF062905-03 DF062905-04DF062905-04 DF062905-06DF062905-06 
Non-o-:Non-o-: GC/HRMSGC/HRMS Set:Set: N60-N60- InjectionInjection No.No. 60C-460C-4 60-460-4 60-560-5 60-760-7 

Feb. 28, 2005Feb. 28,2005 Feb. 28, 2005Feb. 28,2005 Feb.Feb. 28,200528,2005 
SampleSample SubmitterSubmitter No.No. 20:131920:1319 DFs:DFs: 40,40, 200200 oror 400400 pg/gpg/g 

SampleSample MassMass Extracted (grams):Extracted (grams : 4.03g4.03g 5.02g5.02g 5.02g5.02g 

DIOXINSDIOXINS 
2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7272 7676 8080 7373 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 7777 8484 7676 6565 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 8080 7979 8282 8686 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 7878 8080 7878 7676 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 8383 7373 7676 7878 

OctachloroOctachloro 7878 6969 7575 7777 

FURANSFURANS 2,3,7,8-Tetrachloro2,3,7,8-Tetrachloro 7474 6868 6868 6666 

1,2,3,7,8-Pentachloro1,2,3,7,8-Pentachloro 8080 7676 7171 6161 
2,3,4,7,8-Pentachloro2,3,4,7,8-Pentachloro 7878 7777 6969 6161 

1,2,3,4,7,8-Hexachloro1,2,3,4,7,8-Hexachloro 8787 7979 8080 8181 
1,2,3,6,7,8-Hexachloro1,2,3,6,7,8-Hexachloro 8585 7979 7474 7171 
2,3,4,6,7,8-Hexachloro2,3,4,6,7,8-Hexachloro 8181 7575 7171 7272 
1,2,3,7,8,9-Hexachloro1,2,3,7,8,9-Hexachloro 8383 7474 7474 7676 

1,2,3,4,6,7,8-Heptachloro1,2,3,4,6,7,8-Heptachloro 8686 7373 7676 7676 
1,2,3,4,7,8,9-Heptachloro1,2,3,4,7,8,9-Heptachloro 8484 6969 7373 7474 

Non-oNon-o -PCBs:-PCBs: 
PCBPCB 8181 3,4,4',5-Tetrachloro3,4,4',5-Tetrachloro 6363 6565 6969 6060 
PCBPCB 7777 3,3',4,4'-Tetrachloro3,3',4,4'-Tetrachloro 5656 5454 5757 5151 
PCBPCB 126126 3,3',4,4' ,5-Pentachloro3,3',4,4',5-Pentachloro 6767 7676 7676 5757 
PCBPCB 169169 3,3',4,4' ,5,5'-Hexachloro3,3',4,4',5,5'-Hexachloro 6161 6565 6666 6363 
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TableTable 13.13. PCB,PCB, PCDD,PCDD, andand PCDFPCDF ContributionsContributions toto TotalTotal TEQsTEQs (pg/g(pg/g wetwet wt.)wt.) inin HudsonHudson RiverRiver EagleEagle EggsEggs andand BloodsBloods BasedBased onon AvianAvian TEFsTEFs 

SampleSample TEQs* TEQs * %% %% %% %% 
ID 10 (pg/g)(pg/g) frxnfrxn mPCBmPCB frxnfrxn nPCBnPCB frxnfrxn PCDDPCDD frxnfrxn PCDFPCDF 

EAGLEEAGLE EGGS:EGGS: 
3326233262 1,0001,000 1717 7979 22 i­2 
3326333263 1,8001,800 1313 8484 11 22 
3326433264 1,4001,400 1212 8585 _~ 11 22 
3326533265 940940 1313 8282 33 22 

33266-133266-1 280280 1212 8383 22 33 
33266-233266-2 280280 1212 83~---2--~83 2 33 
33266-333266-3 250250 1212 8282 22 33 

33266-AVG33266-AVG 270270 1212 8383 22 33 
3326733267 350350 1414 8181 22 33 
3326833268 9090 1414 7979 33 44 
3326933269 100100 1616 7777 33 44 

~--3--3-2-7-0--I----7:--:0--+--1c-:3--+---7-6c---+-----5~:- 7
33270 70 13 76 5 7 
3327133271 210210 11-~11 8383 33 33 

--------~---~--+--~-~ 
3327233272 260260 1111 8383 33 33 

_ 33273-133273-1 1,8001,800 1313 8383 22 22 
33273-233273-2 1,8201,820 1313 8484 22 22 

t------33273-3 33273-3 1,8901,890 1313 8383 __ t----___22 __ 22
33273-AVG33273-AVG 1,8001,800 1313 8383 22 22· 

3327433274 790790 99 8787 11 22 
3327533275 2,5002,500 1414 8383 11 22 
3327633276 300300 -5-­5 8787 44 44 

----~-4_~~~4_-~~-~--~-----

3327733277 1,5001,500 1111 8585 22 22 
33278-133278-1 320320 77 8787 33 44 
33278-2 330 9 ---~----85--- -----3-- - 433278-2 330 9 85 3 4 

I-----'-:.:::.--"--=---i--=-=-='---~--=-----+-----='-=--------- --------------'-----1 
33278-333278-3 330330 99 8585 33 44 

33278-AVG33278-AVG 330330 ~- 88 8585 33 44 
3327933279 170170 1111 8989 NotNot AnalyzedAnalyzed NotNot AnalyzedAnalyzed

--- - -------------j-----~-+-----'--~ 

I 
EAGLEi:AGLE BLOODS:BLOODS: 

3328033280 10' 10 1010 8181 22 77
=-__3328133281 --r----...J!9 I ___22_______ ~ 9292 ____~..J2___ ~ __ 55 

3328233282 2 tt= 1616 3838 1010 3636 
3328333283 2727 44 9393 11 22 
3328433284 I 1616 66 6868 ________4~___ _-:-2-,,-2_----122 
3328533285 2' 2 99 6161 77 2323 
3328633286 22 -- I 99 6060 66 2626 

____ ----+____--+--1_____~_ _________ 

SERUMSERUM M.M. BLANKBLANK 11 33 5252 1212 3333 

------4_-----'------~----------f-------~--I____-------

'Avian'Avian TEFsTEFs (20).(20). TEO =TEQ =LL (Cone'(Cone' TEF)TEF)

USOI,USOI, USGS,USGS, BRO,BRO, CERCCERC 
9/2/2005 9/2/2005 HudsonHudson RR EagleEagle EggsEggs BloodBlood TEQsTEQs forfor report,report, TableTable 13.13. EagleEagle Egg-BloodEgg-Blood TEQsTEQs 
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BasedTableTable 13.13. PCB,PCB, PCDD,PCDD, andand PCDFPCDF ContributionsContributions toto TotalTotal TEQsTEQs (pg/g(pg/g wetwet wt.)wt.) inin HudsonHudson RiverRiver EagleEagle EggsEggs andand BloodsBloods Basied onon AvianAvian TEFsTEFs 

SampleSample Mono·orlhoMono-ortho congenerscongeners SumSum 

10ID 105105 114114 118118 123123 156156 157157 167167 189189 mPCBTEQsmPCBTEQs 

EAGLEEAGLE EGGS:EGGS: _---L I --I 
I 3326233262 8686 8.28.2 3333 I 0.380.38 I 3737 1 7.87.8 1.01.0 1 0.30.3 170170 

I 3326333263 120120 14.014.0 4444 0.660.66 1 4646 1 10.010.0 2.02.0 1 0.40.4 240240_._--­
3326433264 8686 11.011.0 3434 I 0.380.38 I 3535 I 7.27.2 1.01.0 I 0.30.3 , 170170 

1 
3326533265 I 63--6:2- t-20I- 0.210.21 I 2626 4.54.5 1 0.20.2 120 


_~§.6-1 I 0.07 I ~_~ 

63 6.2 20 	 0.80.8 t-~ 

33266-1 1212 1.21.2 66 0.Q7 1313 1.61.6 0.30.3 0.10.1 34 

33266-233266-2 1111 1.21.2 55 0.060.06 1313 1.61.6 0.30.3 0.10.1 3333 
--3-3-26-6--3---1-1- 1.2 5 0.05 12 1-.6- -0.3 0.1 ---3-1 
33266-3 11 1.2 5 0.05 12 1.6 0.3 0.1 31 

1:2- I 	 .0.3 .0.1 -----=-3-'--3--l33266-AVG33266-AVG 1111 1.2 55 0.10.1 1313 1.61.6 0.3 0.1 33 

3326733267 20 2.1 88 0.110.11 15 2.4 0.50.5 0.20.2 482_0_J__21 I " 2.< I 4~ 41.__ 
55 0.5.0.5 I 	 0.02 0.8.0.8 .0.2 I 0.10.13326833268 11 .0 ..02 55 0.2 1212 

.. 3326933269 55 0.50.5 _ 22 i .0 ..03 88 0.9.0.9 .0.20.2 1--.0-.1- _ 17170.03 	 0.1 
[ 3327033270 33 0.4.0.4 11 .0 ..02 33 0.60.6 0.2.0.2 1 .0.1 990.02 0.1 


-~7~ 66 .0.7 44 0.05 1111 I 1U1.1 .0.3 I .0.1
33271 0.7 .0 ..05 	 0.3 0.1 2323 

101.0 1.01..0 0.05 1.0 I 1.41.4 I .0.4 .0.20.23327233272 55 .0 ..05 10 0.4 2828 

33273-133273-1 5454 12..0 24024011011.0 I 14.014.0 I 4343 .0.620.62 12.0 2.32.3 .0.50.5q
11011.0 14.014..0 0.64 5.0 12.012..0 .0.50.533273-233273-2 	 4444 .0.64 50 2.32.3 230230 

.. .-	 ----- ­
33273-333273-3 12.0 15..0 4545 i .0.71 60 12..0 2.32.3 0.5 260260 

33273-AVG33273-AVG 113113 14.314.3 4444 I .0.7 I 5555 12.012..0 2.32.3 240240 

120 15.0 0.71 6.0 12.0 .0.5 

0.7 	 0.50.5 

33274 37 3.6 14 0.20 17 2.8 0.5 0.1 7533274 37,•. ~. 3.6 	±14 t 0.20 ! 17 1 2.8 0.5 .0.1 75 
3327533275 170 22.0 62 0.91 7373 16.0 2.8 0.7 350350 

.0.9 33 .0 ..05 44 =+== 1.01.0 0.2.0.2 .0.1 
E 17..tl. -.~Jl__.. -62-=-~__.. D.91 . _ 1_16-.0 ~ .0.7 

3327633276 77 0.9 0.05 	 0.1 1616 
---79----8:3-- I -29-T .0.35 -'33 I 5.9 1.3 0.3 --100--­3327733277 79 8.3 29 0.35 33 5.9 1.3 0.3 160 

33278-133278-1 44 0.299 	 1.01..0 0.04.0 ..04 77 T 0.90.9 .0.2 I .0.10.1 2121 
.0 ..06 _ .0.3 I .0.1--2-933278-233278-2 1111 1.31.3 55 0.06 1010 1.21.2 0.3 0.1 29 

33278-3 1111 1.3 55 0.06 9 1.2 0.3 0.1 28281---33278-3 ____~ .0.06 9.1~_c-. .0.3 --t-' .. .0.1 ~ 
101.0 1.21.2 .0.10.1 1.11.1 .0.2 .0.10.133278-AVG33278-AVG 	 55 99 0.2 2626 

33279 4 0.5 3 0.02 9 0.9 0.4 0.2 18C. 33279 I 4 -1=:§-j i 1 ~02 j' ~. .0.9 .0.4 .0.2 18 

~AGLEEAGLE BLOODS:BLOODS: I i 
33280 0.047 .0.17.0 0.010 0.110 D.DD~+_~---I_~3280 __~ 0.5.0.5 .0 ..047 0.170 r 0.D10 1 .0.1500.150 ~11D 0.013D.D13~__ 0.003 1.0 

_ 3328133281 i .0.1 _---.2:2.D40.004 ___..Jl.:02~ Jl:.qQ20.002 .0 ..05.0 0.025.0 ..025 .0 ..0.02 I 0.0010.001 

t 
0.1 0.021 0.050 0.002 _Jl.:~0.2 

3328233282 I .0.2 0.012.0 ..012 .0 .047 .. 0.006.0 ..0.06 0.050 . .0 ..053 0.005 .0 ..0.02 
R
 

0.2 0.047 .' .0 ..050 0.053 .0 ..0.05 0.002 0.40.4 I 
33283 0.6 0.067 0.180 0.003 0.150 0.042 0.006 0.002 1.1---- ~~:! ::--, 	::,~:::n-:-:::1 :::: i- ::~ ::~ :::: ::~..:.....
33284 0.5 0.052 0.180 0.005 0.170 0.070 0.010 0.004 1.0 

I-- 332~~_ 0.1 .O.DO~_~~_C~ODO0.020 __ I-' 0.050.0 ..050 .. 0.002 ~_~.2-0.233285 .0.1 0.009 0.000 0.0250.D~~D2 0.000 


33_28633286 .0.1 0.004 0..018 I 0.001D.DD1j__JlJl.5.2..- I 0.025.0.025 .0 ..0.01 0.000.0 ..0.0.0
0.1 .0 ..0.04 0.018 0.050 0.001 	 0.20.2 

I--- . ----..----- ..---.t- O.D001-~--O'DD6 ~-O-DD3 D.DDooto.ODDil--o.~0..01 .0 ..003 .0.0.04SERUMSERUM M.M. BLANKBLANK 0.01 	 0.003 0.004 0.0001 0.006 0.003 0.0000 0.0002 0.03 

I 	 1to:o0001 0.0001'Avian'Avian TEFsTEFs (2.0).(20). 0.00010.0001 j 	 0.00010.0001 0.000010.00001 0.00001 0.0001 0.000010.00001 0.000010.00001 

USOI, BRO,USDI, USGS,USGS, BRD. CERCCERC 
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TableTable 13.13. PCB,PCB, PCDD,PCDD, andand PCDFPCDF ContributionsContributions toto TotalTotal TEQsTEQs (pg/g(pg/g wetwet wt.)wt.) inin HudsonHudson RiverRiver EagleEagle EggsEggs andand BloodsBloods BasedBased onon AvianAvian TEFsTEFs 

SampleSample Non-orthoNon·orlho congenerscongeners SumSum 
nPCBnPCB TEQ~1010 7777 8181 126126 169169 TEa~ 

EAGLEEAGLE EGGS:EGGS: 
3326233262 ~92292 I 288288 219219 0.40.4 800800 
33263357-133263 357 403403 776776 0.50.5 1,5001,500 
3326433264 400400 311311 522522 0.40.4 1,2001,200 
3326533265 152152 138138 474474 0.40.4 760760 
3326~ 7676 3232 I 23023033266-1 120120 0.30.3 ~ 

_ 33266-2332_66-2 I 7575 .3232 I 121121 -----0.30.3 l--no230 
1 33266-333266-3 I 7070 3030 I 108108 0.20.2 210210 

33266-AVG33266-AVG I 74-r------- 3131 I 0.30.3·74 116116 -2~220 

E 

3326733267 63 4141 185185 0.30.3 I 290290 
3326833268 1818 66 4545 0.10.1 6969 

~~~26933269 _____+ 2020 77 5252 .._0_.1~_~0.1 79 
. 3327033270 I 1414 55 3636 0.10.1 5555 
: 3327133271 4949 1919 I 104104 0.30.3 170170 

3327233272 6262 2424 127127 0.40.4 210210 
33273-133273-1 I 322322 409409 768768 _______ 0.90.9 --+~,~1,500 
33273-233273-2 326326 412412 785785 0.70.7 __L 1,5001,500 

I +63._ -

t 

---:33273-333273-3 327327 425425 821821 0.80.8 I 1,6001,600 
---.~~------------.--

33273-AVG33273-AVG 325325 415415 791791 0.80.8 I 1,5001,500 
33274 320320 133133 240240 0.20.2 690690E33EJi =420420 624624 1,0401,040 0.70.7 2,1002,100 
332~4 I 
33275 I 

3327633276 125125 3333 101101 0.20.2 260260 
~.---~-.~-----

3327733277 348348 329329 578578 0.40.4 1,3001,300 
33278-133278-1 I 134134 3636 109109 0.20.2 -+----480280 
33278-2 135 35 110 0.2 280~~~i~~~ .~ - ~~-~.. - ~:_J_~}_. ~:~-I-~----=33278-3 135 36 110 0.2 280 

33278-AVG33278-AVG ---1341--:35"""134 35 110110 0.20.2 280280 
3327933279 3535 1212 103103 9~----J-~0.4 150 

~AGLE~AGLE BLOODS:BLOODS: 
I '33280 

33281 4.8 0.7 2.7 0.009 8.1 
33282 0.6 0.1 0.2 0.0002 0.9 

332RO 5.0 1.0 2.4 0.002 8.4 

~-{. :~~-i;~.'=-j:~-= ... ·:=~F!·!~
 
4.34.3 

~3284:_ 5.95.9 I ! ~3.5 . .0.00? __11 
33~83 =11 17.417.4~-t- 3.1 2533283 j _____ ~_______.9c~<l!...0.001 ___~ 
33284 1.61.6 _____ 0.002 1_1 

0.70.7 I 0.40.4 0.000 1.2­3328533285 0.10.1 0.0004 . 

3328633286 0.7 0.1 0.3 0.0005 1.192...-+_......QJ_~~______~_~~0~+---..-!.-!. ..~ 

~M-ri-BLANKISERUM M. BLANK 0.10.1 1-0.-1- j 0.00020.0002 I 0.50.5 -I0.30.3 0.1 

*Avian 0.050.05 0.10.1 0.0010.001'Avian TEFsTEFs (20).(20). 0.10.1 

USDI,USDI, USGS,USGS, BRD,BRD, CERCCERC 
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TableTable 13.13. PCB,PCB, PCDD,PCDD, andand PCDFPCDF ContributionsContributions toto TotalTotal TEQsTEQs (pg/g(pg/g wetwet wt.)wt.) inin HudsonHudson RiverRiver EagleEagle EggsEggs andand BloodsBloods BasedBased onon AvianAvian TEFsTEFs 

SampleSample 2378-dioxins2378·dioxins SumSum l 
IDID 2378-TCDD2378·TCDD 12378-PCDD12378·PCDD 123478-HexaCDD123478·HexaCDD 123678-HexaCDD123678·HexaCDD 123789-HexaCDD123789·HexaCDD 1234678-HeptaCDD1234678-HeptaCDD OCDDOCDD dioxinTEQsdioxinTEQ5 

EAGLEEAGLE EGGS:EGGS: 
3326233262 1212 66 0.080.08 0.100.10 0.090.09 0.0030.003 0.0010.001 1818 

3326333263 1111 99 0.130.13 0.150.15 0.110.11 0.0040.004 0.0140.014 2121 

3326433264 99 77 0.110.11 0.130.13 0.110.11 0.0030.003 0.0010.001 1717 

3326533265 2121 99 0.090.09 0.080.08 0.050.05 0.0010.001 0.0010.001 3030 

33266-133266-1 33 22 0.020.02 0.030.03 0.020.02 0.0010.001 0.0010.001 66 
33266-233266-2 33 22 0.020.02 0.030.03 0.020.02 0.0000.000 0.0010.001 55 
33266-333266-3 33 22 0.030.03 0.030.03 0.030.03 0.0010.001 0.0010.001 66 

33266-AVG33266-AVG 33 22 0.020.02 0.030.03 0.030.03 0.0010.001 0.0010.001 66 

3326733267 33 44 0.040.04 0.090.09 0.070.07 0.0010.001 0.0030.003 77 

3326833268 11 22 0.030.03 0.030.03 0.040.04 0.0020.002 0.0020.002 33 

3326933269 11 22 0.030.03 0.030.03 0.040.04 0.0020.002 0.0000.000 33 

3327033270 11 22 0.050.05 0.030.03 0.120.12 0.0020.002 0.0010.001 44 

3327133271 22 33 0.040.04 0.040.04 0.020.02 0.0010.001 0.0010.001 55 

3327233272 33 44 0.050.05 0.060.06 0.030.03 0.0010.001 0.0010.001 77 

33273-133273-1 1717 1010 0.140.14 0.150.15 0.130.13 0.0040.004 0.0020.002 2727 

33273-233273-2 1717 1111 0.150.15 0.160.16 0.130.13 0.0030.003 0.0020.002 2828 

33273-333273-3 1717 1111 0.150.15 0.140.14 0.130.13 0.0040.004 0.0020.002 2828 

33273-AVG33273-AVG 1717 1111 0.150.15 0.150.15 0.130.13 0.0040.004 0.0020.002 2828 

3327433274 66 55 0.060.06 0.080.08 0.070.07 0.0050.005 0.0100.010 1111 

3327533275 1616 1414 0.200.20 0.210.21 0.140.14 0.0040.004 0.0020.002 3131 

3327633276 55 66 0.060.06 0.080.08 0.080.08 0.0030.003 0.0020.002 1111 

3327733277 2222 1212 0.140.14 0.160.16 0.160.16 0.0040.004 0.0030.003 3535 

33278-133278-1 55 55 0.060.06 0.080.08 0.090.09 0.0030.003 0.0010.001 1010 
33278-233278-2 55 55 0.060.06 0.080.08 0.070.07 0.0020.002 0.0010.001 1010 
33278-333278-3 44 55 0.060.06 0.070.07 0.080.08 0.0020.002 0.0010.001 99 

33278-AVG33278-AVG 55 55 0.060.06 0.080.08 0.080.08 0.0020.002 0.0010.001 1010 

3327933279 NANA NANA NotNot AnalyzedAnalyzed NotNot AnalyzedAnalyzed NotNot AnalyzedAnalyzed NotNot AnalyzedAnalyzed NANA NANA 

EAGLEEAGLE BLOODS:BLOODS: 

3328033280 0.20.2 0.10.1 0.0030.003 0.0010.001 0.010.01 0.00010.0001 0.00010.0001 0.20.2 

3328133281 0.10.1 0.10.1 0.0030.003 0.0010.001 0.010.01 0.00070.0007 0.00040.0004 0.10.1 

3328233282 0.10.1 0.10.1 0.0050.005 0.0010.001 0.030.03 0.00160.0016 0.00060.0006 0.20.2 

3328333283 0.10.1 0.10.1 0.0030.003 0.0010.001 0.010.01 0.00000.0000 0.00010.0001 0.20.2 

3328433284 0.30.3 0.30.3 0.0130.013 0.0030.003 0.060.06 0.00270.0027 0.00060.0006 0.60.6 

3328533285 0.10.1 0.10.1 0.0030.003 0.0010.001 0.010.01 0.00020.0002 0.00010.0001 , 0.10.1 

3328633286 0.10.1 0.10.1 0.0030.003 0.0010.001 0.010.01 0.00010.0001 0.00010.0001 0.10.1 I 
 

I 
 

SERUMSERUM M.M. BLANKBLANK 0.10.1 0.10.1 0.0030.003 0.0010.001 0.010.01 0.00020.0002 0.00010.0001 0.10.1 

'Avian'Avian TEFsTEFs (20).(20). 11 11 0.050.05 0.010.01 0.10.1 0.0010.001 0.00010.0001 

USDI,USDI, USGS,USGS, BRD,BRD, CERCCERC 
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Bas4~dTableTable 13.13. PCB,PCB, PCDD,PCDD, andand PCDFPCDF ContributionsContributions toto TotalTotal TEQsTEQs (pg/g(pg/g wetwet wt.)wt.) inin HudsonHudson RiverRiver EagleEagle EggsEggs andand BloodsBloods Based onon AvianAvian TEFsTEFs 

SampleSample 2378-furans2378·furans SumSum 
ID10 2378·TCOF I 12378-PCDF12378-PCOF I 23478-PCOF I 123478-HexaCDF123478-HexaCOF I 234678-HexaCDF 1234678-HeptaCF1234678-HeptaCF I OCDF TEasi2378-TCDF 23478-PCDF 123678-HexaCF123678-HexaCF 234678-HexaCOF I 123789-HexaCOF I123789-HexaCDF 1234789-HeptaCF1234789-HeptaCF OCOF FuranFuran TEQs 

EAGLEEAGLE EGGS:EGGS: 
3326233262 33 0.090.09 I 2020 0.100.10 0.110.11 0.11'0.11 0.010.01 0.020.02 0.0050.005 0.00040.0004 2323 I 

3326333263 44 ---. 0.080.08 2828 0.120.12 0.130.13 0.130.13 0.010.01 0.020.02 0.0050.005 0.00040.0004 3333 
I 3326433264 ___0.100.10 1919 0.130.13 0.120.12 0.100.10 0.010.01 0.020.02 0.005 0.00040.0004 232333 __Jl:QCl.5 

3326533265 22 0.070.07 1818 0.150.15 0.130.13 0.060.06 0.020.02 0.020.02 0.0090.009 0.00050.0005 2020 
33266-133266-1 44 0.050.05 44 0.040.04 0.040.04 0.040.04 0.010.01 0.010.01 0.0030.003 0.00030.0003 88 

I 33266-233266-2 44._ 0.050.05 44 0.030.03 __ 0.040.04 0.040.04 0.010.01 0.010.01 0.0030.003 0.00030.0003_. 99.~ 
33266-3_ 0.060.06 33 0.040.04 0.030.03 0.030.03 0.030.03 0.010.01 0.0020.002 0.00030.0003 88 I33266-3 44 

33266·AVG 44 44 0.040.04 0.040.04 0.040.04 0.010.01 0.010.01 0.0030.003 0.00030.0003 8833266-AVG 0.050.05 

3326733267 55 0.110.11 55 0.100.10 0.060.06 0.060.06 0.010.01 0.010.01 0.0020.002 I. 0.00030.0003 1111 --I 
3326833268 11 0.070.07 22 0.060.06 0.050.05 0.040.04 0.050.05 0.010.01 0.0040.004 0.00030.0003 44 
3326933269 22 0.050.05 2 0.060.06 0.050.05 0.04 0.040.04 0.010.01 0.0030.003 0.00030.0003 4 


1---.__3327033270 __1 0.160.16 3 0.110.11 0.100.10 0.140.14 0.170.17 0.010.01 0.0100.010 0.00040.0004 

=+= +­~.04 4-1 

1_ 55 
3327133271 22 0.050.05 5 0.050.05 0.050.05 0.050.05 0.010.01 0.010.01 0.0020.002 0.00030.0003 77 
3327233272 22 0.060.06 66 0.060.06 0.060.06 0.050.05 0.010.01 0.010.01 0.0030.003 I 0.00030.0003 I 88 

33273-1 2 0.08 34 0.17 0.15 0.12 0.01 0.02 0.006 0.0004 37332,7~~~--2-:t,::0.08 34 0.17 0.15 0.12 0.01 0.02 l--. 0.006 0.0004 I 37-----1
33273-233273~~__2?__ - 0.080.08 3535 0.160.16 0.140.14 0.090.09 0.010.01 0.020.02 0.0040.004 0.00040.0004 I 3838t 33273-333273-3 I 22 0.070.07 3434 0.170.17 0.130.13 0.120.12 0.010.01 0.010.01 0.0020.002 0.00030.0003 I 3737 


-i3273-AVG33273-AVG --0.080.08 0.170.17 0.110.11 0.010.01 I 0.00040.0004137 
22 3434 0.140.14 0.010.01 0.0040.004 37 

3327433274 J ~4 0.080.08 1010 0.070.07 I 0.070.07 0.050.05 I 0.010.01 0.010.01 0.0010.001 0.00030.0003 1414 


,__.E27~_____ ~___.L_ 0.170.17 0.020.02 ___ 0.00~__+_.2:.000~0.0004__+___~8
33275 I 1 0.080.08 3636 0.230.23 0.200.20 0.020.02 0.004 38 
3327633276 I 6.6 I 0.120.12 55 0.080.08 0.080.08 0.060.06 0.010.01 0.010.01 0.0020.002 0.00030.0003 1212 
3327733277 I 10.0722 0.07 2626 0.170.17 0.120.12 0.160.16 0.010.01 0.010.01 0.0020.002 0.00030.0003 2828 

33278-133278-1 66 0.110.11 55 0.080.08 0.070.07 0.060.06 0.010.01 0.010.01 0.0020.002 I 0.00030.0003 1212 
33278-2 7 0.11 5 0.07 0.06 0.05 0.01 0.01 0.002 0.0003 120 111_33278~-.J"'.--,--.2.=H. 5 += 0.07 I 0.06 ___0.05 --=t.. 0.01 0.01 t= O.OOH 0.0003 12-1----2 0:10 _O~_~ 0.060.06 0.050.05 0.010.01 0.010.01 0.001 0.00030.0003 121233278-333278-3 7 0.10 55 0.07 __._____~_~___ 


33278-AVG33278·AVG I 77 0.110.11 55 0.070.07 I 0.060.06 0.050.05 0.010.01 0.01.0.01 0.0020.002 0.00030.0003 1212

I- '3327933279 NA NA NA Not Analyzed Not Analyzed Not Analyzed Not Analyzed Not Analyzed Not Analyzed NA NA
_j_.__.t-!.A NA NA Not ~~~r Not An~~~-j Not ~~alyzed_J--=:~I__~:::~~:_J=:ot ~~alyzed ±_~~_ j N~_ 
~AGLE~AGLE BLOODS:BLOODS: 

3328033280 T 0.40.4 0.010.01 - 0.30.3 0.010.01 ~" 0.010.01 1 0.010.01 0.010.01 0.0020.002 0.0010.001 0.00030.0003 0.70.7 I 

__ ~----0.2·~f--O~0-1-·l--- Jl.,01 . ---0.01---r---- 13328133281 0.2 0.01 0.20.2 0.01 0.01 0.010.01 0.010.01 0.0010.001 0.0010.001 0.00030.0003 0.40.4 

1--- __ 332~ __~~_ . . 0.010.01 O.o1__.2:.~_0.01 _____ 0.0040.004 _____~~_ 0.0004O.O()~~9
33282 0.3 0.010.01 0.60.6 0.01 0.010.01 0.001 0.9__ 

3328,,3, --J---():~- ~.01_. I __ __Jl:~_ 0,.01 _ I 0.011--- ___ 33283 0.4 0.01 0.20.2 0.010.01 0.01 0.01 0.01 0.0010.001 0.0010.001 0.00020.0002 0.60.6 
33284 2.0 0.070.07 1.11.1 0.05()c.0~_0.07 -1- __ 0.0030.003 ________~03__. 3328~__j_~__ I 0.130.13 0.05 0.100._1~_l----_ 0.003 0.00110.0011 3.63.6__1 

____ ~3285 --1--"O::z,---l-----~~-- __ ___~~__, T, I ___O.OO~___33285 0.2 0.01 0.20.2 0.010.01 0.01 0.010.01 0.010.01 0.002 0.0010.001 0.00020.0002 0.50.5 
3328633286___1 0.3~3_j_____~:01 0.20.2 0.01 ___1.- 0.010.01 0.001 0.5__ 0.01 __1_0~Q1 0.010.01 0.0010.001 0.00030.010.01 0.001._ ~0.Q3_l------0.5_ 

'SERUM BLANK] --0:1---+-- I --0.01 -----r---0.01---j i -- - ­SERUM M.M. BLANK 0.1 0.010.01 0.20.2 0.01 0.01 0.010.01 0.010.01 0.0010.001 0.0010.001 0.00040.0004 0.30.3 

I----~--I--- ·--1---------4-----4 I 0.0001 I -I
'Avian'Avian TEFsTEFs (20).(20). 1 0.10.1 1 0.10.1 0.10.1 0.10.1 0.10.1 0.010.01 0.010.01 0.0001 
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